[bookmark: _Toc162788419]Table.S6. Recent studies on EGFR prediction with radiomics 
	Study
	AUC
	Sde.
	95% CI
	Size
	Center

	Hong et al, 2020[1]
	0.835 
	0.0051
	0.825 to 0.845
	201
	Single center

	Zhao et al, 2020[2]
	0.734 
	/
	/
	637
	Single center

	Chen et al, 2020[3]
	0.795 
	0.0653
	0.646 to 0.902
	223
	Single center

	Wang et al, 2021[4]
	0.800 
	0.0408
	 0.720 to 0.880
	1262
	Single center

	Weng et al, 2021[5]
	0.750 
	0.0536
	0.650 to 0.860
	301
	Single center

	Zhang et al, 2021[6]
	0.780 
	0.0408
	0.700 to 0.860
	134
	Single center

	Wu et al, 2021[7]
	0.972 
	/
	/
	67
	Single center

	Le et al, 2021[8]
	0.890 
	/
	/
	161
	Single center

	Ninomiya et al, 2021 [9]
	0.770 
	0.0614 
	0.670 to 0.860
	194
	Multicenter

	Dang et al, 2021 [10]
	0.920 
	0.0439 
	0.828 to 1.000
	181
	Single center

	Nair et al., 2021 [11]
	0.831 
	0.1170 
	/
	50
	Single center

	Dong et al., 2022 [12]
	0.798 
	0.0681 
	0.664 to 0.931
	132
	Single center

	Liu et al., 2022 [13]
	0.880 
	0.0050 
	0.75 to 0.946
	211
	Single center

	Wang et al., 2022 [14]
	0.895 
	0.0061 
	0.883 to 0.907
	3629
	Single center

	Feng et al., 2022 [15]
	0.865 
	/
	/
	168
	Single center

	Gong et al., 2023 [16]
	0.800 
	0.3830 
	0.720 to 0.870
	949
	Multicenter

	Cheng et al., 2023 [17]
	0.812 
	0.0528 
	 0.709 to 0.916
	203
	Single center

	Yang et al., 2023[18]
	0.850 
	0.1000 
	0.608 to 1.000
	412
	Single center
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