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Supplementary Figure. A. Circular plot showing the chromosomal locations of the 18 GRGs; B, C. Comparison of overall survival between high- and low-risk groups in GSE31210 and GSE50081; D, E. ROC curves validating the risk model in GSE31210 and GSE50081; F, G. Risk factor plots for GSE31210 and GSE50081; H-M. Comparison of TIDE, Exclusion, and Dysfunction scores between high- and low-risk groups in GSE31210 and GSE50081; N. Multivariate Cox analysis of clinical characteristics, OSTC, and TUBA1C.
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Multivariate Cox Regression
Variable HR 95% ClI p-value
Age 1.21 0.87-1.69 —— 0.2492
Gender 1.03 0.76-1.39 +—@&— 0.8677
Stage 1.28 1.10-1.50 —— 0.0019
T 1.20 1.00-1.45 —— 0.0549
N 1.19 1.00-1.40 —— 0.0447
M 1.00 0.83-1.20 +—@0— 0.9848
TUBA1C 1.49 1.09-2.03 —_— 0.0130
OSTC 1.77 1.28-2.45 L 0.0006
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