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SFigure3 Expression patterns of CCL5 and macrophage-associated genes in single-cell RNA-sequencing data of lung tissues from patients with tuberculosis
(A- C) Expression and distribution of macrophage marker genes CD68(A), APOE(B), C1QB(C) for the macrophage subpopulations in single-cell  data of lung tissues from TB patients. The color intensity reflects gene expression level.
(D) UMAP plot showing different cell types of single-cell analysis of lung tissues from TB patients.
(E) Expression and distribution of CCL5 for the single-cell  data of lung tissues from TB patients. The color intensity reflects gene expression level.
[bookmark: _GoBack](F-H) Expression and distribution of macrophage marker genes CD68(F), APOE(G), C1QB(H) for the single-cell  data of lung tissues from TB patients. The color intensity reflects gene expression level.

image1.jpeg




