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Supplementary Table 1. Test of Likelihood ratio for interaction term.
	MACE
	Log likelihood
	Likelihood-ratio test

	  Complete model
	-756.63
	LR chi2 (2) = 0.13; p=0.94

	  Plus interaction term
	-756.56
	

	OS
	
	

	  Complete model
	-673.33
	LR chi2 (2) = 1.21; p=0.27

	  Plus interaction term
	-672.72
	



Complete model:  Risk factor groups + Age + Treatment arm; Interaction term: Risk factor groups*Treatment arm. The assumption for likelihood ratio test is that complete model is nested in model with interaction


Supplementary Table 2. Test of proportional-hazards assumption

	MACE
	Variable
	rho
	Chi2
	df
	p

	
	Risk factor
	
	
	
	

	
	Absent/Low
	-
	-
	1
	-

	
	Intermediate
	-0.03
	0.14
	1
	0.71

	
	High
	-0.07
	0.75
	1
	0.38

	
	Treatment
	0.05
	0.41
	1
	0.52

	
	Age
	-0.07
	1.00
	1
	0.32

	
	GLOBAL
	
	1.88
	4
	0.76

	Overall Survival
	Risk factor
	
	
	
	

	
	Absent/Low
	-
	-
	1
	-

	
	Intermediate
	-0.11
	1.37
	1
	0.24

	
	High
	-0.14
	2.66
	1
	0.11

	
	Treatment
	0.06
	0.39
	1
	0.53

	
	Age
	-0.04
	0.29
	1
	0.59

	
	GLOBAL
	
	3.20
	4
	0.52



Phtest was performed in STATA using Schoenfeld residuals


Supplementary Table 3: Sensitivity analysis comparing patients with absent information for at least one of the variables included in the score (missing group) and those without missing data.

	 
	Non-Missing
	Missing
	p

	N
	317
	51
	

	Age (years)
	70.3 (9.3)
	70.7 (8.0)
	0.8

	Treatment arm
	
	
	

	MT
	169 (53.3%)
	30 (58.8%)
	0.46

	SoC
	148 (46.7%)
	21 (41.2%)
	



Age years are mean±SD. T-test and Chi-square test were used to compare Non-Missing and Missing group. Missing group is represented by 51 patients (30 to MT and 21 to SoC arm) with absent information for at least one of the variables included in the score.


Supplementary Table 4. Risks for MACEs and all-cause mortality by risk group at univariate Cox model and after adjustment for confounding variables.

	
	MACEs
	
	All-cause mortality

	
	
	Regrouping 1
	
	
	
	Regrouping 2
	
	
	
	Regrouping 1
	
	
	
	Regrouping 2
	

	
	HR
	95%CI
	p
	
	HR
	95%CI
	p
	
	HR
	95%CI
	p
	
	HR
	95%CI
	p

	Risk factor
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	

	Absent/Low
	Ref.
	-
	-
	
	Ref.
	-
	-
	
	Ref.
	-
	-
	
	Ref.
	-
	-

	Intermediate
	1.49
	1.03 - 2.17
	0.033
	
	1.29
	0.91 - 1.85
	0.15
	
	1.49
	1.01 - 2.23
	0.046
	
	1.33
	0.92 - 1.94
	0.13

	High
	1.83
	1.24 - 2.72
	0.003
	
	2.14
	1.24 - 3.7
	0.006
	
	1.80
	1.18 - 2.72
	0.006
	
	1.66
	0.92 - 2.9
	0.089



[bookmark: _Hlk116916524]HR, hazard ratio; CI confidence intervals. 
Regrouping 1: Score grouped as 0-1, 2 and 3-4 (Absent/Low n=166, Intermediate n=82, High n=69) 
Regrouping 2: Combining high SBP and/or DBP in one risk factor with subsequent regrouping in 0-1, 2, 3 (Absent /Low n=207, Intermediate n=87, High n=23)



Supplementary Figure 1. Sensitivity analysis comparing survival estimates for MACE and overall survival (OS) in patients with absent information for at least one of the variables included in the score (missing group) and those without missing data.


	MACE
	OS

	[image: ]
	[image: ]





image1.emf
0.00

0.25

0.50

0.75

1.00

0 5 10 15

analysis time

Non-Missing

Missing

Kaplan-Meier survival estimates


image2.emf
0.00

0.25

0.50

0.75

1.00

0 5 10 15

analysis time

Non-Missing

Missing

Kaplan-Meier survival estimates


