Supplementary Table 6 - Comparison of expression levels of key regulatory genes for lipid metabolism and cholesin (c7orf50) in SGLT2i-treated and non-treated patients in EAT and TAT.
	
	EAT (N=20)
	TAT (N=20)

	Gene 
	SGLT2i (yes) (N=5) 
	SGLT2i (no) (N=15) 
	P value 
 
	SGLT2i (yes) (N=5) 
	SGLT2i (no) (N=15) 
	P value 

	PPARG 
	6.89 (0.46)
	7.34 (0.41)
	0.0524
	6.83 (0.71)
	6.44 (1.24)
	0.5108

	CEBPA 
	6.32 (0.47)
	6.72 (0.62)
	0.2124
	6.46 (0.65)
	6.05 (1.14)
	0.4572

	SREBF2 
	3.49 (0.46)
	3.72 (0.41)
	0.2963
	3.54 (0.40)
	3.78 (0.43)
	0.2872

	C7orf50 
	5.40 (0.43)
	5.71 (0.32)
	0.1049
	5.50 (0.27)
	5.58 (0.31)
	0.6150


EAT – epicardial adipose tissue, TAT – thymic adipose tissue, SD- standard deviation
Values presented as means +/- standard deviations of log2(TPM)
