Table S2 Quality control of Circle-seq.
	Sample
	Raw Reads
	Clean Reads
	Aligned Reads
	Aligned Rate
	Q30

	GDM1
	254,579,796 
	254,559,924 
	226,156,630 
	88.84%
	87.15%

	GDM2
	372,236,236 
	372,208,352 
	347,419,452 
	93.34%
	87.30%

	GDM3
	251,003,644 
	250,983,740 
	207,115,544 
	82.52%
	89.49%

	GDM4
	329,510,232 
	329,485,336 
	274,543,936 
	83.33%
	89.79%

	GDM5
	250,179,876 
	250,155,456 
	200,330,344 
	80.08%
	90.67%

	NGT1
	268,147,616 
	268,128,220 
	227,373,984 
	84.80%
	84.75%

	NGT2
	279,091,608 
	279,070,736 
	237,168,190 
	84.98%
	88.30%

	NGT3
	258,831,588 
	258,809,732 
	211,090,782 
	81.56%
	88.39%

	NGT4
	311,027,664 
	311,002,932 
	272,660,456 
	87.67%
	88.25%

	NGT5
	249,897,556 
	249,879,692 
	225,342,350 
	90.18%
	89.20%


GDM: gestational diabetes mellitus, NGT: normal glucose-tolerant.
