KDM‐BA:
KDM‐BA was a patient-level measure that combines information on the integrity of multiple organ systems in the body and is computed from an algorithm derived from a series of regressions of nine individual biomarkers on chronological age. An individual’s KDM-BA prediction corresponds to the chronological age at which his/her physiology would be approximately normal. The KDM-BA is derived from a series of regressions of individual biomarkers on chronological age in a reference population. Equation (1) takes information from n regression lines of chronological age regressed on n biomarkers. The formula is as follows:
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where x is the value of biomarker i measured for an individual. For each biomarker i, the parameters k, q and s are estimated from a regression of chronological age on the biomarker in the reference sample. k, q and s are the regression intercept, slope and root mean squared error, respectively. SBA is a scaling factor equal to the square root of the variance in chronological age explained by the biomarker set in the reference sample. CA is chronological age. The reference sample that we used is Third National Health and Nutrition Examination Survey (NHANES III) non-pregnant participants aged 30–75 years. The nine biomarkers used for algorithm parameters are as follows: FEV1 (L), SBP (mm Hg), total cholesterol(mg/dL), glycated hemoglobin (%), blood urea nitrogen(mg/dL), albumin (g/dL), creatinine (mg/dL), C-reactive protein (mg/dL) and alkaline phosphatase(U/L).
PhenoAge:
PhenoAge was computed from an algorithm derived from multivariate analysis to estimate the risk of death. The original PhenoAge algorithm was constructed from elastic net Gompertz regression of mortality on 42 biomarkers in the NHANES III. This analysis selected nine biomarkers: lymphocyte (%), mean cell volume (fL), serum glucose (mg/dL), Red cell distribution width (%), white blood cell count (1000 cells/uL), albumin (g/dL), creatinine (mg/dL), C-reactive protein (mg/dL) and alkaline phosphatase(U/L). The formula is as follows:
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