Fig. S1. Single-cell transcriptomic profiles of FGF5 and its interacting molecules in key cell subpopulations during renal and cardiac diseases.
Single-cell datasets from public repositories (CKD: GSE183276, GSE211785; heart failure: GSE302337) were analyzed. Gene expression levels of FGF5 and its interacting partners were compared between disease and control conditions, selectively focusing on injury/adaptive proximal tubular cells (Injured/Adaptive PT) in the kidney and ventricular cardiomyocytes in the heart. Only the disease-relevant cell subpopulations are presented, rather than all cell types.
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