
PLXDC1 (SW p = 0.63) INHBE (SW p = 0.76) LYN (SW p = 0.89) PRKCD (SW p = 1)

MAPRE2 (SW p = 0.2) CD248 (SW p = 0.31) PPM1F (SW p = 0.4) ACADM (SW p = 0.51)

H4C1 (SW p = 7.9e-09) CAVIN2 (SW p = 0.0083) RPS6KA3 (SW p = 0.051) SCRN1 (SW p = 0.11)
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A  Normal Q-Q plots, 12 proteins spanning the Shapiro-Wilk range
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B  Normality  (17.9 % below 0.05)
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C  Homoscedasticity  (18.3 % below 0.05)


