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Figure S7 Sequence alignment of mfsA-DNA-LYT10 (top), mfsA-cDNA-LYT10
(middle), and mfsA-cDNA-NIH2624 (bottom)
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1 60
ATGAGCCACGGTGACACTGAGTCOCCAMACCCAGTGACATCCACGGAAGG TAGCGGGCAL
ATGGGCCACGGTGACACTGAGTCCCCALACCCAGTCACATCCACGGAAGG TAGCGGGTAL
ATGGGOCACGGTGACACTGAGTCCCCGAACCCAACGACGACCACGGAAGGTAGCGGACAA
debok ekl dolelololel ekl selelebeleleloleeolebolebol ook
61 120
TCTGAGCCAGAGAAMAGGGGCCCTCATATTCCACTATGCAGAAMATGCGTCATTACGTTT
TCTGAGCCAGAGAAAAGGGGUCCTCATATTCCACTATGLAGAAMATGCGTCATTACGTTT
AACGAGCCAGAGAAMAAGGGCCGTCATATTCCATTATGOAGAAMATGTGTCATTACGTTT

121 180
GTTGTTAGTTGGATGACTCTAGTCGTTACTTTCTCCAGTACTTGCCTTCTTCCTGOCGCC
GTTGTTAGTTGGATGACTCTAGTCGTTACTTTCTCCAGTACTTGCCTTCTTCCTGCCGEC
GTTGTTAGTTGGATGACTCTAGTCGTTACTTTCTCCAGTACTTGTCTTCTTCCTGCCGEC

181 240
CCTGAMTTGCGGGTCAAT TTGATATGACTGTCGAGACTATCAATATCTCCAATGCTGGT
CCTGAMATTGCGGGTGAAT TTGATATGACTGTCGAGACTATCAATATCTCCAATGCTGGT
CCTGAAATCGCGAATGAATTTGATATGACTGTCGAGACTATCAACATCTCCAATGCTGGT
B I e S
241 300
GTCCTGATTGCCATGGGATATTCTTCCCTCATATGGGGTCCCATGAACAAGTTAATCGGC
GTCCTGATTGUCATGGGATATTCTTCCCTCATATGGGGTCCCATGAACAAGTTAATCGGC
GTCCTAGTTGCCAIGGGRTATTCATCCCTCATATGGGGTCCCATGAACAAGTTAGTCGGC

301 360
AGGCGGACATCATACAATCTGGCCATTTCAATGCTTTGTGCGTGCTCCGCTGGAMCGGCA
AGGCGGACATCATACAATCTGGCCATTTCAATGCTTTGTGOGTGCTCCGCTGLAACGGCA
COGCOCACATCATACAATCTGGCCATTTCAATGCTTTGTGCATGCTCCGCTGGAACGGTA

361 420
GUGGCCATAANCGAGGAAATGTTCATAGCOTTCAGAG TG TTCAGCGGCTTAACCGGAACT
GOGGCGATAAACGAGGAAATGTTCATAGCGTTCAGAGTGTTGAGCGGCTTAACCGLAACC
GOGGOGATAAMCGAGGAAATGTTCATAGCGTTCAGAGTGTTGAGCGGCTTAACCGGAACC
sespofetestofebepeteobeoekoekstoekeoekoooebok ket ook
421 480
TCGTTCATGGTCTCAGGCCAMACTGTTCTTGCAGACATCTTTGAGCCTGTACGCATAACA
TCGTTCATGGTCTCAGGCCAMACTGTTCTTGCAGACATCTTTGAGCCTGT —————————~
TCGTTCATGGTCTCAGGCCAMAC TG TTCTTGCAGATATCTTTGAGCCTG T

431 540
CGCCCTCETCACCCTATTTTCOAAAACT AATCTGTTCGTGTGCAGG TTTACCGTGGGACG
TTACCGTGGGACG
TTACCGTGGGACG
e
541 600

GCCGTAGGTTTCTTCATGGCTGGGACTCTTTCTGGCCCTGUAATAGGTACATCCTOGGCG
GCCGTAGGTTTCTTCATGGCTGGGACTCTTTCTGGCCCTGCAATAGG ———————————
GCCGTAGGTTTCTTCATGGCCGGGACTCTTTCTGGCCCTGCAATAGG —————————————

deecgeck foofecke

601 660

GUAAGTACTAGAACTCCGAACAGGAACTAATTETTTGACCAGGCCCGTGCETGOGAGGEA
CCOGTGCGTGOGAGGGA
CCCCTGCGTGGRAGRGS
o

661 T20

TCATCGTCACTTTCACGAGTTGGCGTGTTATCTTCTGGCTCCAACTAGCTATGAGCGGGC
TCATCGTCACTTTCACGAGTTGGCGTGTTATCTTCTGGCTCCAACTAGCTATGAGCGGGT
TCATCGTCACTTTCACGAGTTGGCGTGTTATCTTCTGGCTTC&ACTAGGTATGAGCGGGC

TZ1 T30
TGGGGCTAGTTCTTTCTCTTCTAT TTTTCCC G AMAGTCGAAGCACTTTCTGAGAAGGCGT
TGGGGCTAGTTCTTTCTCTTCTAT TTTTCCC G AMAGTCGAAGCACCTTC TG AGAAGGCCT
TGGGGCTCGTGCTTTCTCTGCTATTTTTCCCG AAMATCGAAGG AMTTCTGAGAAGGTCT
ok 4k * *
781 340
CAMCCGCGTCCARMCCGACCACACTTGTCACAATCATATC ARMATTCTCCCCARCGGATG
CAMCCGCGTCCARACCGACCACACTTGTCACAATCATATC ARMATTCTCCCCAACGGATG
CAMCGGCGTTTAAACCGACCACACTTGTCACAATCATATCGAAATTCTCCCCAACGGATG
gk sdekok
241 900
TGCTCAAGCAGTGGGTCTATCCAMATATCTTTCTTGCCGTAAGTATCTGCGAGATATACT
TGCTCAAGCAGTGGGTCTATCCAMATATCTTTCTTGCCG
TGCTCA&GCEGTGGGTGTATCCAAﬁTGTCTTTCTTGCCG
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901 960
CTATGCATTTACTGGAAAACAMAATGCTCATGOCGCAMATCAAAGGACTTATGCTGTGGE
ACTTATGCTGTGGC
ACTTATGCTGTGGC
sepedtekobeooook
961 1020

CTCCTGGOGATTACGCAATATTCGATCCTGACT TCAGCTUGGGUCCTATTCAACTCACGE
CTOCTGGCGATTACGCAATATTCGATCCTGACTTCAGCTCGGGCCOTAT TCAACTCACGG
CTCOCTGGCAATCACGCAATATTCGATCCTGACTTCAGCTCGTGCCATATTCAACTCACGA
fafe EES S5

1021 1080
TTTCATTTAMCGACTGCCCTAGTATCGGGTCTCTTCTACCTCGCTCCAGG TGCOGEGTTE
TTTCATTTAACGACTGCCCTAGTATCGGGTCTCTTCTACCTCGCTCCAGGTGCCGGGTTE
TTTCATTTAACGACTGCCCTAGTATCGGGTCTCTTCTACCTCGCTCCAGG TGCCGGGTTE

1081 1140
CTGATAGGCAGTCTCGTCGGCGGTAAGCTTTCGGATCGCACCGTTCGGAGCTACATAGTA
CTGATAGGCAGTCTCGTCGGCGGTAAGCTTTCGGATCGCACCGTTCGLAGCTACATAGTA
CTGATAGGCAGTCTCGTCGGCGGTEAACTTTCGGATCGCACCGTTCGGAGATACATAGTA
1141 1200
AMGCGOGGATTCCGTCTCCCTCAGGATCGACTCCACAGCGGGCTCATCACATTGTTTGEL
AMGCGOGGATTCCGTCTCCCTCAGGATCOACTCCACAGCGGLCTCATCACATTGTTTGEC
AMGCGCGGATTCCGTCTCCCTCAGGATCGACTCCACAGCGGGCTCATCACATTGTTCGCE
g okt
1261 1320
GTAGTGCCCATAATCGCGGCGTTTTTCGCGGGCTOGGGGCTCATGGGUAGTTTTAACTGC
GTAGTGOCCATAATCGCGGCGTTTTTCGOGGGCTGGGGGCTCATGGGUAGTTTTAACTGC
GTAGTGCCCATAATCGCGGCGTTCTTCGCGGGCTGGGGGCTCATGGGCAGTTTTABCTGC

seokof gk ek

1321 1380
CTGAACACTTATGTGGCTGGTACGTTCCACACGCTCATTATTTTATATTCCCTTTGTGTA
CTGAACACTTATGTGGCTG

CTGAACACTTACGTGGCTGGTTTGTTCC&CACCCTCATT——TATCTEITCCCTTTGTGTA
1381 1440
CGTGCCCATAATAATGTTGTCTCTAACCGCGAGTAGAAGCCTTGCCACAGAACCGGTCTG
AAGCCTTGOCACAGAMCCGGTCTG

CATGCCCACAATAL

1441 1500
CAGTCATTGCAGGGAAGTATATGUTTCAATACTCCTTTTCTGUAGGAAGTAGTGCAGTCG
CAGTCATTGCAGGGAMGTATATGCTTCAATACTCCTTTTCTGCAGGAAGTAGTGCAGTCG

1501 1560
TTGATCTOGTGAT AAACGOCCTCGGAGTTGOATOGACGTTCACGCTATGTATGGTACTTT
TTGATCTCGTGATAMACGCCCTCGGAGT TOGATGCACGTTCACGCTATG ———

1561 1620
TCTTCCCACCTCTCAATGTACATGCTCACAGTTCTTACAGGTGTGGTTGCTTCGACTATA

TGTGGTTGCTTCGACTATA
1621 1680

GCTGGATTGATCACGGCGGCCATCGCAAGGTGOOGEAT AAATATCCARAGATGGGUAGAL
GUTGGATTGATCACGGUGGUCATCOGCAAGGTGGOGEAT ARATATC CARAGATGGGUAGAL

1681 1707
AAAGGCTTTCAATATGCCTACCCAATAG
AMMGGCTTTCAATATGCCTACCCAATAG




