A

at gccgaacgct gct at cgcagcet gt accgcaacaacccccgectt cagettcaaattcg
M P NAAI A AV P QQPPPS AS N S
gcat t t gaccaggacaaagaccacagt gct gat gagt cct ggt cggct gt cgat agt gat
A F D QDI KD HSADESWSA AV D S D
gccggt cct gct caaaat ggat cct cgegt ggct t gaaacgcaggecggcecact cacagt ¢
A GP A QNG GS SR RGLIKIRRRPLTYV
t cgt aagt caaccgcccgt ccccggceat at ccgaccagttctt cct gccet acagt gt ct

()

tgcagt gctt gcaat gccttgcaaccttctt gcat aaccat agacct accgegt ccct ct

cggttccctctttagacget agatt gacaagt ct aggt gt gaatt at gcaagcagcgcaa
ELOZKGOQRK
ggttaaaz%fgggatgttctgtggtatcctgtccttgtcctggtatctgactggcgtctg
V K
gat cgagct caaccaagct gt ggat ggt gt acacggaat ggt caggt gt gt gagt acaag
DRAQPS©OGWOTRNGQV®O®E YK
gaaagaaagaagcccggcct t cgt gcagggt acggaaaagagct agagcaacgcct aggt
E R K K P G L R A
acgggattcccggttacgacct atgcaccttctcattgacatttaat agacagact ggag

D R L E
gat at cat ccaggcgcaagct cgt ct cat t gagacgcat at cctt caagggcagccgegg
HI L QGOQFPR

ct ct cgat gt cgaat gat ct acaccagcaaggacccct at cgt at agct caccct cagag
L S MS NDULHOQQGPL SY S S P S E
ccttctgcagcacat gggcccagt ccgcgaaat ccgttctatttccat gageegt cat ct
P S AAAHGPSWPRNWPFYFHEWP S S
gt gccct caget ccacgt ccgeccggagect gt cact act agt ccaacggacat gt cggt a
v P S APRPWPEWPV TTSPTIDWMS YV
aaaaact ct at ccagaaccaaat caccggt gct ct cccct cagt aacgccct t gccacat
K NSI Q NQI T GAL P SV TP L P H
at aacgaacaccacgccgcagaacgact acaacgat aacgagt cat cct t aaaagt acca
T NT TP QNDY NDNIES SL K VP
gtcaatttgttttcgaaccaagaacagtcgttctctgaccccgagct cgatcttccccct
V NL F S NQEQSZF SDWPIEWLTDUL PP
tatgatttactgtatgcgctggttgacctctactttgagcacctaaatacttggtgcccg
Y DL L Y A L
at cct gcat cgacgaacgacact t gacactttcttcggt cccact ccttt agaggaagct

gaccgcat ggtt ct ct acgct at cgt cgcgactactcttcgettttct aat gacagccga

ct caccgaacaaaat cgcaagcggt at cacgact cct ccaagcaaaaggttctgetttac

ggcct ggaaaact cgt ccgt aaaggcact gcaggct ct ggt gat t ct cgccct ggacct t

gt t gggt cat ct aacgggccccct ggt t ggaaact cct t gcct t gat aacaaggt cagt g

gt t caat t gggt ct ggccgt cgagt ccaagt caaccctt at aact cccctctatccttca

at at at acat t gcgggccgt cact ct ccccgaagcggagt cgt ggat t gaagacgagggc

aggcgt cggettttct ggat ggt gt accttctt gaccggtattctact ct cgcaaccgct

tttgactttgctttggat gacaaagacat cgaccgcaagctt ccgt gt aaagacgagt tt

ttcattaagaaccagccagtt gagact aggt ggt t t cagt cgt cgaat gaccgcccagat
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catctcattcgttccgagaacgttggttcattcggact ctacgtggaaattcttggtatc

ctttcacggatacatgtattcctcaagcggcccgttgacattggggttctatctgatgtc

gaggagt ggcaagccacgt at cgcaaat t ggat agcgagt t gact acct gggagt t caat
F N

cttcctacagagt acacct acgaaaacgcct ct cgggcgt t t agcggct cgaagcacaag
L P T EYTYENASIRAFSGS K HK
gggcaccact gt gatt gggttcagttacattctgtttaccagacgt gagtcaatgtttcc
GHHCDWY QLU HSVYOQT
taaaacgttttcgctgttcgetgaccccaact gcagggeggt aattcggettcattcttce
AV I R L H S S
agcagcat at cccact acacggt ct ccgat ct t cacgccgt cgt acagt gcgagccagceg
AAAY PTTIRSWPI FTWPSY S AS QR
at gt ct gct cgcagt cgat aacatt gttt cagt cacccgtttt gt cgt gaacaat aacat
cLL AVDNI VSV TIRZFVVNNN.I
tttggacaagcttggaccgecgtttgeatttacactttgggtttctgetcggttgetget
L DKL GPWPFAFTULWYV S ARULL L
cgt ccacggat ct acaat cgcgcacacagt cagt cccgat at cgt gttt at cgtt gat ac

V HGSTI A HTVSPDI V F I V DT
tctttctcaaat gggcaagt act ggaaagt agcggagaggt acagct caat cct gcaacg
L S QMGKY WKV A ERY S S I L QR

agt t ct cgat gaat acggcgagt at cagcaat ct ggt gccggcgat ggt gat cggt ccac
V._L DEYGEVYOQQSGAGDTGUDT RS ST
accttcttctgtcaaaatccttgcagacat gcgccgat gcgegtttgacct ggacttcct
P S SV KI L ADMRIRTZCAFDULDF L
gat at cgcggcaaccccgtt cgt cgccaaccgcaagt caggcageggct ccgt caget gg
I S R QPRSSPTASQAAAPSAG
att gccat cgagaagctt agcacct aat gagt t ggagt at ct agacgttttcggtttctt
L P SRSLAPNELEY L DVF GF F
caat gt cccgcgagt ccccgecggt cggacccct gat at t agcggt ct t gacat ggccga
NV PRVPAGRTWPIDI S GL DMAE
agct gt caat aaccccat gt cgat acct ggat t gact ggaact ggcagt t cgaacccttt
AV NNPMSI P GL TGTGS S NP L
gccggt ggat aat get t ct acccat acaaacgagt t caat at cacgaattattt gatacc
PV DNASTMHTNEFNI TNY L I P
cacccccgaaacggact gget gttt cgecccecgggggt t ag
T P ETDWL F R P G G *
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Mycel i opt hora thernophila MYCTH 53224
Col I etotrichum gl oeosporoi des d oci 1_734560
Magnaport he oryzae M3G 08314

Neur ospora crassa NCU_ 09033/ RhaR
Trychophyton rubrum TERG 01723

Aspergil lus ni dul ans AN5673/ RhaR

Bl ast omyces dermatitidis BDBG 06686

Col I etotri chum gl oeospori oi des ELA25038
Saitoella conplicata Saicol 98448

Candi da | usi tani ae CLUG 02930

Debar yonyces hansenii DEHA2E00869g
Debar yonyces hansenii DEHA2E01210g

Cri pt ococcus neof ormans CNB_05720
Sacchar onyces cerevisiae Gl 4

Sacchar omyces cerevisiae Pprl
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Base-pair contacting residues in Gal4 & Pprl
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