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Fig. S1 Prediction of signal peptide by SignalIP 4.1. Signal peptide was predicted by SignalIP 4.1 (http://www.cbs.dtu.dk/services/SignalP/). By analysis of 291 amino acids using SignalIP 4.1, we can see RDPE doesn’t contain any typical signal peptides.
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SignalP-4.1 prediction (gram+ networks): Sequence
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# Neasure Position Value Cutoff signal peptide?
. C 39 0.128
nx Y42 0.113
nx. S 38 0. 156
nean S 141 0.065
D 4 0.09 0450 0
Name=Sequence  SP="NO’ D=0.094 D-cutoff=0. 450 Networks=SignalP-TH
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