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Table with description of strains and plasmids used in this study

Strain or . Source or
. Descritpion
plasmid reference
Strains
WT S. erythraea NRRL23338
HP S. erythraea ABE1441 Acies Bio
Plasmids
pABE56 pSet152 derivative for the PermE* controlled expression of bkd operon (SACE_3952-3954) This study
pABE60 pSet152 derivative for the PermE* controlled expression of mmsOp1 (SACE_1456-1459) This study
pABE61 pSet152 derivative for the PermE* controlled expression of ilvB1 (SACE_4565) This study
pABE62 pSet152 derivative for the PermE* controlled expression of ilvB1-HA tag This study
pABE87 pSet152 derivative for the PermE* controlled expression of mmsOp1-HA tag This study
pABES8S8 pSet152 derivative for the PermE* controlled expression of ilvBI-mmsOp1-HA tag This study
pABE89 pSet152 derivative for the PermE* controlled expression of mmsOp1-ilvB1-HA tag This study
pABE95 pSet152 derivative for the PermE* controlled expression of mmsOp2 (SACE_4672-4673) This study
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nypothetical hypotheticsl  AsnCfamiy  pdhA2  pdhB1  bkdC2 beta nuclectidyl-  hypothetical rhf hypothetical  avtA ilvB1  hypothetical fabH5  hypothetical
protein protein  transcriptional actamase-  transferase protein protein protein protei
regulator like protein cytochrome valine-pyruvate 3-oxoacyl-ACP
P450 transaminase synthase
pdhA2 - pyruvate dehydrogenase E1 component alpha subunit
pdhB1 - pyruvate dehydrogenase E1 component beta subunit
bkdC2 - putative dihydrolipoamide acyltransferase component E2 ilvB1 - acetolactate synthase
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hypothetical hypothetical — MMSA2 echA9 mmsB  hypothetical hypothetical short-chain  amino acid purine mmsA2 MerR family  15402-like  transcriptional
protein protein protein protein alcohol permease- catabolism Transcriptional transposase  regulator,
RN:CDrO‘ymme guanine-specific dehydrogenase- associated  PurC-like regulator IcIR family
'a:fj'?a ribonuclease like protein region protein
N1and T1
mmsA2 - methylmalor ialdehyde dehydr mmsAZ2 - methylmalonate-semialdehyde dehydrogenase
SACE_1457 - acyl-CoA dehydrogenase SACE_4673 — aminotransferase class Il

echA9 - enoyl-CoA hydratase/isomerase
mmsB - 3-hydroxyisobutyrate dehydrogenase

Figure: Graphical representation of the over-expressed operons/genes. Genes located close to
operons/genes and their putative functions are indicated. SACE numbers are indicated under the
arrows. All constructs were expressed under the control of strong constitutive promoter (P) ermE*.
A) bkdOp - operon encoding putative branched-chain ketoacid dehydrogenase subunits. B) ilvB1 -
putative acetolactate synthase. C) mmsOpl - operon encoding putative methylmalonate-
semialdehyde dehydrogenase, acyl-CoA dehydrogenase, enoyl-CoA hydratase and 3-hydroxybutyrate
dehydrogenase. D) mmsOp2 - operon encoding putative methylmalonate-semialdehyde
dehydrogenase homologue.



