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Fig. S5. IB formation upon fusion to a dual ssTorA-tag. Cells expressing dual-ssTorA tagged model proteins were processed and analyzed
as described in the legend to Fig. 4. (A) Cells expressing TrxA or TrxA carrying an N-terminal dual ssTorA-tag, (B) Cells expressing MBP or
MBP carrying an N-terminal dual ssTorA-tag, (C) Cells expressing TrxA carrying a C-terminal dual ssTorA-tag. Full-length expression products
("), a processed product of ssTorA/TrxA (>) and lysozyme added during the fractionation procedure (Lys) are indicated. Molecular mass (kDa)
markers are indicated at the left side of the panels. At the bottom of the panels the relative amount of overexpressed protein in the insoluble
fraction compared to the whole cell lysates is displayed (% INS) as determined by densitometry.



