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	[bookmark: _Hlk460595695][bookmark: OLE_LINK750][bookmark: OLE_LINK751]M. neoaurum ATCC 25795
	M. neoaurum NRRL B-3805 (ID)
	[bookmark: _GoBack]M. neoaurum VKM Ac-1815D  (ID)
	M. tuberculosis H37Rv (ID)
	[bookmark: OLE_LINK255][bookmark: OLE_LINK257]Annotation

	Mn_1719
	MyAD_02710 (93%)
	D174_02775
(93%)
	Rv0204c
(70%)
	Transmembrane protein

	Mn_1720
	MyAD_02715 (92%)
	D174_02780
(92%)
	Rv0205
(72%)
	Transmembrane protein

	mmpL3
	MyAD_02720 (94%)
	D174_02785
(94%)
	mmpL3
(72%)
	[bookmark: OLE_LINK74][bookmark: OLE_LINK75]Transmembrane transport protein MmpL3

	Mn_1722
	MyAD_02725
(92%)
	D174_02790
(92%)
	Rv0207c
(80%)
	Hypothetical protein

	Mn_1723
	MyAD_02730
(92%)
	D174_02795
(92%)
	Rv0208c
(71%)
	tRNA (guanine(46)-N(7))-methyltransferase




[bookmark: OLE_LINK1319]Table S2 Primers used in this study
	Primers
	Description

	For gene deletion
	

	[bookmark: _Hlk459314901][bookmark: OLE_LINK325][bookmark: OLE_LINK326]D-mmpL3-UF
	TATAaagcttGCCTTGATCGCCGACCGTCTCCGAC

	[bookmark: OLE_LINK327][bookmark: OLE_LINK328]D-mmpL3-UR
	GCGCgaattcGACACCGATGACTATGTATCGGTAC

	D-mmpL3-DF
	TATAgaattcCCTGAGCCGACGGAGAAGCTCGACA

	D-mmpL3-DR
	TATAggatccCGACGATGTTCGCAGCACTGCTGAC

	[bookmark: OLE_LINK373][bookmark: OLE_LINK381]For gene complementation
	

	[bookmark: OLE_LINK340][bookmark: OLE_LINK341]C-mmpL3-F
	TATActgcagAAGTGTTCGCCTGGTGGGGTCGA

	C-mmpL3-R
	GATAaagcttTTACAGACGGCCCTCCCGGCGAA

	For gene overexpression
	

	[bookmark: OLE_LINK538][bookmark: OLE_LINK539]O-p261-F
	TAGGCGAGTGCTAAGAATAACGTT

	O-p261-R
	TCGTTTTATTTGATGCCTGGCAGT

	O-choM1-F
	GTAgaattcATGAAGCCTGACTATGACGT

	O-choM1-R
	TATgtcgacCTAAGCCGAAGGTGACAGCT

	O-choM2-F
	CGAgaattcTTGCTGACAAGACGGCGGTT

	O-choM2-R
	TATgtcgacCTACTTGCGGCCCTGCAGGA

	O-cyp125-F
	TCAgaattcGTGGTACTAGAAGGAATTGT

	O-cyp125-R
	TATgttaacCTAGCTCGAGGCGCCGGCGC

	O-fadA5-F
	TATggatccAATGGGTAATCCTGTCATCG

	O-fadA5-R
	TGTgaattcTTAGATCCGCTCGATGATGG

	O-choM1-SD-F
	TATaagcttaagaaggagatataATGAAGCCTGACTATGACGT

	O-choM1-R
	TATgttaacCTAAGCCGAAGGTGACAGCT

	O-fadA5-SD-F
	TCGgttaacaagaaggagatataATGGGTAATCCTGTCATCGT

	O-fadA5-R
	TCGgttaacTTAGATCCGCTCGATGATGG
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