Table S1: Fermentation products of E. coli MG1655 mutants in mineral medium with glucose as the carbon source
	Strain 
	Genotype
	Plasmid
	Cells
	Malate
	Fumarate
	Pyruvate
	Acetate

	
	
	
	[g/g]
	[mol/mol]
	[mol/mol]
	[mol/mol]
	[mol/mol]

	Sy242
	Δmdh Δmqo ΔackA-pta
	pACT3w-ppcK620S
	0.19
	0.04
	0.00
	0.98
	0.49

	Sy254
	Δmdh Δmqo ΔackA-pta ΔmaeA
	pACT3w-ppcK620S
	0.31
	0.09
	0.08
	0.28
	0.32

	Sy252
	Δmdh Δmqo ΔackA-pta ΔmaeB
	pACT3w-ppcK620S
	0.29
	0.14
	0.05
	0.60
	0.31




Table S2: Comparison of carbon fluxes given in mol% relative to glucose uptake measured in different studies for wild-type and mutant E. coli strains
	
	Sauer1
	Nicolas2
	Waegeman3
	our study

	Fluxes
	Wild type
	Wild type
	Wild type
	ΔiclR
	Sy504

	
	[Mol%]

	(PEP to OAA) – (OAA to PEP)
	34
	33
	30
	19
	51

	pyruvate to acetyl-CoA
	93
	99
	109
	116
	100

	acetyl-CoA into citrate/acetate/malate/BM
	30/42/0/21
	25/48/0/26
	43/49/0/17
	53/26/17/20
	33/25/28/15

	isocitrate into
glyoxylate/2-oxoglutarate
	0/30
	0/25
	0/43
	17/36
	27/5


All strains were cultivated in batch experiments with glucose excess. BM - biomass.
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