Additional file 1
[bookmark: OLE_LINK108]Figure S1. (A), Gene organization of the gad gene cluster in L. brevis CGMCC1306 (not drawn to scale). Putative intrinsic terminators ([image: ]) and their calculated free energy are indicated. (B), Nucleotide sequence and expression signals of the gad gene cluster in L. brevis CGMCC1306. Parts of deduced amino acid sequences of the genes are given below the sequence. Facing arrows, inverted repeats; -10 and -35 promoter sequences are underlined and in boldface; vertical arrows, transcription stare points; rbs, ribosome-binding site (nucleotides indicated in lower case). Stop codons are indicated with asterisks; start codons are in bold face.
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