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ATGTGCCGCGGCGGCAAGTCGATCGCCCCCTCGATGTCGATGTCGTCCACGACCTCCGTCTCGAACGAGGACGGCGTCCCCCGCCGAATCGCCGGCCACCACTCGAACCTCTGGGACGACGACTCGATCGCCTCGCTCTCGACGTCGTACGAGGCCCCCTCGTACCGCAAGCGCGCCGACAAGCTCATCGGCGAGGTCAAGAACATCTTCGACCTCATGTCGGTCGAGGACGGCGTCTTCACCTCGCCCCTCTCGGACCTCCACCACCGCCTCTGGATGGTGGACTCGGTCGAGCGCCTCGGCATCGACCGCCACTTCAAGGACGAGATCAACTCGGCGCTCGACCACGTCTACTCGTACTGGACGGAGAAGGGCATCGGCCGCGGACGCGAGTCGGGCGTCACCGACCTCAACTCGACGGCCCTCGGCCTCCGCACCCTCCGCCTCCACGGCTACACCGTCTCGTCGCACGTCCTCGACCACTTCAAGAACGAGAAGGGCCAGTTCACGTGCTCGGCCATCCAGACGGAGGGCGAGATCCGCGACGTCCTCAACCTCTTCCGCGCGTCGCTCATCGCCTTCCCCGGCGAGAAGATCATGGAGGCGGCCGAGATCTTCTCGACGATGTACCTCAAGGACGCCCTCCAGAAGATCCCGCCCTCGGGCCTCTCGCAGGAGATCGAGTACCTCCTGGAGTTCGGCTGGCACACGAACCTCCCGCGCATGGAGACGCGCATGTACATCGACGTCTTCGGCGAGGACACGACCTTCGAGACGCCCTACCTCATCCGCGAGAAGCTCCTCGAACTCGCGAAGCTGGAGTTCAACATCTTCCACTCGCTCGTCAAGCGCGAACTCCAGTCGCTCTCGCGCTGGTGGAAGGACTACGGCTTCCCGGAGATCACGTTCTCGCGCCACCGCCACGTCGAGTACTACACCCTCGCGGCCTGCATCGCCAACGACCCTAAGCACTCGGCCTTCCGCCTCGGCTTCGGCAAGATCTCGCACATGATCACGATCCTCGACGACATCTACGACACGTTCGGCACGATGGAGGAGCTGAAGCTCCTCACCGCGGCCTTCAAGCGCTGGGACCCGTCGTCGATCGAGTGCCTCCCTGACTACATGAAGGGCGTCTACATGGCGGTCTACGACAACATCAACGAGATGGCGCGCGAGGCCCAGAAGATCCAGGGCTGGGACACCGTCTCGTACGCGCGCAAGTCGTGGGAGGCGTTCATCGGCGCCTACATCCAAGAGGCGAAGTGGATCTCGTCGGGCTACCTCCCGACGTTCGACGAGTACCTGGAGAACGGCAAGGTCAGCTTCGGCTCGCGCATCACGACGCTGGAGCCGATGCTCACCCTCGGCTTCCCTCTCCCGCCCCGCATCCTCCAGGAGATCGACTTCCCCTCGAAGTTCAACGACCTCATCTGCGCCATCCTCCGCCTCAAGGGCGACACCCAGTGCTACAAGGCCGACCGCGCGCGCGGCGAGGAAGCGTCGGCCGTCTCGTGCTACATGAAGGACCACCCCGGCATCACGGAGGAAGACGCGGTCAACCAGGTCAACGCGATGGTGGACAACCTCACCAAGGAGCTGAACTGGGAGCTGCTCCGCCCGGACTCGGGCGTCCCCATCTCGTACAAGAAGGTCGCGTTCGACATCTGCCGCGTCTTCCACTACGGCTACAAGTACCGCGACGGCTTCTCGGTCGCCTCGATCGAGATCAAGAACCTCGTCACGCGCACGGTCGTCGAGACGGTCCCGCTCTGA
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ATGTCGCGCCGCGGCAAGTCGATCACCCCCTCGATCTCGATGTCGTCCACGACGGTCGTCACGGACGACGGCGTCCGCCGCCGCATGGGCGACTTCCACTCGAACCTCTGGGACGACGACGTCATCCAGTCGCTCCCCACGGCGTACGAGGAGAAGTCGTACCTGGAGCGCGCCGAGAAGCTCATCGGCGAGGTCAAGAACATGTTCAACTCGATGTCGCTGGAGGACGGCGAGCTGATGTCGCCGCTCAACGACCTCATCCAGCGCCTCTGGATCGTGGACTCGCTGGAGCGCCTCGGCATCCACCGCCACTTCAAGGACGAGATCAAGTCGGCGCTCGACTACGTCTACTCGTACTGGGGCGAGAACGGCATCGGCTGCGGACGCGAGTCGGTCGTCACCGACCTCAACTCGACGGCCCTCGGCCTCCGCACCCTCCGCCTCCACGGCTACCCCGTCTCGTCGGACGTCTTCAAGGCCTTCAAGGGCCAGAACGGCCAGTTCTCGTGCTCGGAGAACATCCAGACCGACGAGGAGATCCGCGGCGTCCTCAACCTCTTCCGCGCGTCGCTCATCGCCTTCCCCGGCGAGAAGATCATGGACGAGGCGGAGATCTTCTCGACGAAGTACCTCAAGGAAGCGCTCCAGAAGATCCCCGTCTCGTCGCTCTCGCGCGAGATCGGCGACGTCCTGGAGTACGGCTGGCACACCTACCTCCCTCGCCTGGAGGCCCGCAACTACATCCAGGTCTTCGGCCAGGACACGGAGAACACCAAGTCGTACGTCAAGTCGAAGAAGCTCCTCGAACTCGCGAAGCTGGAGTTCAACATCTTCCAGTCGCTCCAGAAGCGCGAGCTGGAGTCGCTCGTCCGCTGGTGGAAGGAGTCGGGCTTCCCGGAGATGACGTTCTGCCGCCACCGCCACGTCGAGTACTACACCCTCGCGTCGTGCATCGCCTTCGAGCCTCAGCACTCGGGCTTCCGCCTCGGCTTCGCCAAGACGTGCCACCTCATCACCGTCCTCGACGACATGTACGACACGTTCGGCACCGTGGACGAGCTGGAGCTGTTCACGGCGACCATGAAGCGCTGGGACCCGTCGTCGATCGACTGCCTCCCTGAGTACATGAAGGGCGTCTACATCGCCGTCTACGACACCGTCAACGAGATGGCGCGCGAGGCGGAGGAAGCGCAGGGCCGCGACACCCTCACCTACGCCCGCGAGGCGTGGGAGGCCTACATCGACTCGTACATGCAAGAGGCGCGCTGGATCGCCACCGGCTACCTCCCCTCGTTCGACGAGTACTACGAGAACGGCAAGGTCAGCTGCGGCCACCGCATCTCGGCCCTCCAGCCGATCCTCACGATGGACATCCCGTTCCCCGACCACATCCTCAAGGAAGTGGACTTCCCCTCGAAGCTCAACGACCTCGCGTGCGCCATCCTCCGCCTCCGCGGCGACACGCGCTGCTACAAGGCCGACCGCGCGCGCGGCGAGGAAGCGTCGTCGATCTCGTGCTACATGAAGGACAACCCCGGCGTCTCGGAGGAAGACGCGCTCGACCACATCAACGCCATGATCTCGGACGTCATCAAGGGCCTCAACTGGGAGCTGCTCAAGCCGGACATCAACGTCCCCATCTCGGCGAAGAAGCACGCCTTCGACATCGCTCGCGCGTTCCACTACGGCTACAAGTACCGCGACGGCTACTCGGTCGCGAACGTCGAGACGAAGTCGCTCGTCACGCGCACCCTCCTGGAGTCGGTCCCGCTCTGA
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ATGGCGGAGCTGCCGATGGACTACGAGGGCAAGATCAAGGAGACGCGCCACCTCCTCCACCTCAAGGGCGAGAACGACCCCATCGAGTCGCTCATCTTCGTGGACGCCACCCTCCGCCTCGGCGTCAACCACCACTTCCAGAAGGAGATCGAGGAGATCCTCCGCAAGTCGTACGCCACCATGAAGTCGCCGATCATCTGCGAGTACCACACGCTCCACGAGGTCAGCCTCTTCTTCCGCCTCATGCGCCAGCACGGCCGCTACGTCTCGGCCGACGTCTTCAACAACTTCAAGGGCGAGTCGGGCCGCTTCAAGGAAGAGCTGAAGCGCGACACCCGCGGCCTCGTCGAGCTGTACGAGGCCGCCCAGCTCTCGTTCGAGGGCGAGCGCATCCTCGACGAGGCCGAGAACTTCTCGCGCCAGATCCTCCACGGCAACCTCGCGGGCATGGAGGACAACCTCCGCCGATCGGTCGGCAACAAGCTCCGCTACCCCTTCCACACCTCGATCGCCCGCTTCACGGGCCGCAACTACGACGACGACCTCGGCGGCATGTACGAGTGGGGCAAGACCCTCCGCGAGCTGGCGCTCATGGACCTCCAGGTCGAGCGCTCGGTCTACCAAGAGGAGCTGCTCCAGGTCAGCAAGTGGTGGAACGAGCTGGGCCTCTACAAGAAGCTCAACCTCGCGCGCAACCGCCCGTTCGAGTTCTACACCTGGTCGATGGTCATCCTCGCCGACTACATCAACCTCTCGGAGCAGCGCGTCGAGCTGACGAAGTCGGTCGCGTTCATCTACCTCATCGACGACATCTTCGACGTCTACGGCACCCTCGACGAGCTGATCATCTTCACGGAGGCGGTCAACAAGTGGGACTACTCGGCCACCGACACCCTCCCTGAGAACATGAAGATGTGCTGCATGACGCTCCTCGACACCATCAACGGCACGTCGCAGAAGATCTACGAGAAGCACGGCTACAACCCGATCGACTCGCTCAAGACGACCTGGAAGTCGCTCTGCTCGGCGTTCCTCGTCGAGGCCAAGTGGTCGGCCTCGGGCTCGCTCCCTTCGGCCAACGAGTACCTGGAGAACGAGAAGGTCAGCTCGGGCGTCTACGTCGTCCTCGTCCACCTCTTCTGCCTCATGGGCCTCGGCGGCACCTCGCGCGGCTCGATCGAGCTGAACGACACGCAGGAGCTGATGTCGTCGATCGCGATCATCTTCCGCCTCTGGAACGACCTCGGCTCGGCCAAGAACGAGCACCAGAACGGCAAGGACGGCTCGTACCTCAACTGCTACAAGAAGGAGCACATCAACCTCACCGCGGCCCAGGCCCACGAGCACGCGCTCGAACTCGTCGCGATCGAGTGGAAGCGCCTCAACAAGGAGTCGTTCAACCTCAACCACGACTCCGTCTCGTCGTTCAAGCAGGCCGCCCTCAACCTCGCCCGCATGGTCCCGCTCATGTACTCGTACGACCACAACCAGCGCGGCCCGGTCCTGGAGGAGTACGTCAAGTTCATGCTCTCGGACTGA

MAELPMDYEGKIKETRHLLHLKGENDPIESLIFVDATLRLGVNHHFQKEIEEILRKSYATMKSPIICEYHTLHEVSLFFRLMRQHGRYVSADVFNNFKGESGRFKEELKRDTRGLVELYEAAQLSFEGERILDEAENFSRQILHGNLAGMEDNLRRSVGNKLRYPFHTSIARFTGRNYDDDLGGMYEWGKTLRELALMDLQVERSVYQEELLQVSKWWNELGLYKKLNLARNRPFEFYTWSMVILADYINLSEQRVELTKSVAFIYLIDDIFDVYGTLDELIIFTEAVNKWDYSATDTLPENMKMCCMTLLDTINGTSQKIYEKHGYNPIDSLKTTWKSLCSAFLVEAKWSASGSLPSANEYLENEKVSSGVYVVLVHLFCLMGLGGTSRGSIELNDTQELMSSIAIIFRLWNDLGSAKNEHQNGKDGSYLNCYKKEHINLTAAQAHEHALELVAIEWKRLNKESFNLNHDSVSSFKQAALNLARMVPLMYSYDHNQRGPVLEEYVKFMLSD

ama1e20

ATGATCCCCGGCGACGTCGGCTCGACCCCGCCCCCGTCGAAGCTCCACCAGGCGCTCTGCCTCAACGAGCACTCGCTCTCGTGCATGGCCGAGCTGCCGATGGACTACGAGGGCAAGATCAAGGAGACGCGCCACCTCCTCCACCTCAAGGGCGAGAACGACCCGATCGAGTCGCTCATCTTCGTGGACGCCACCCTCCGCCTCGGCGTCAACCACCACTTCCAGAAGGAGATCGAGGAGATCCTCCGCAAGTCGTACGCCACCATGAAGTCGCCGATCATCTGCGAGTACCACACGCTCCACGAGGTCAGCCTCTTCTTCCGCCTCATGCGCCAGCACGGCCGCTACGTCTCGGCGGACGTCTTCAACAACTTCAAGGGCGAGTCGGGCCGCTTCAAGGAAGAGCTGAAGCGCGACACCCGCGGCCTCGTCGAGCTGTACGAGGCCGCCCAGCTCTCGTTCGAGGGCGAGCGCATCCTCGACGAGGCCGAGAACTTCTCGCGCCAGATCCTCCACGGCAACCTCGCGGGCATGGAGGACAACCTCCGCCGATCGGTCGGCAACAAGCTCCGCTACCCCTTCCACACCTCGATCGCCCGCTTCACGGGCCGCAACTACGACGACGACCTCGGCGGCATGTACGAGTGGGGCAAGACCCTCCGCGAGCTGGCGCTCATGGACCTCCAGGTCGAGCGCTCGGTCTACCAAGAGGAGCTGCTCCAGGTCAGCAAGTGGTGGAACGAGCTGGGCCTCTACAAGAAGCTCAACCTCGCGCGCAACCGCCCCTTCGAGTTCTACACCTGGTCGATGGTCATCCTCGCCGACTACATCAACCTCTCGGAGCAGCGCGTCGAGCTGACGAAGTCGGTCGCCTTCATCTACCTCATCGACGACATCTTCGACGTCTACGGCACCCTCGACGAGCTGATCATCTTCACGGAGGCGGTCAACAAGTGGGACTACTCGGCCACCGACACCCTCCCCGAGAACATGAAGATGTGCTGCATGACGCTCCTCGACACCATCAACGGCACGTCGCAGAAGATCTACGAGAAGCACGGCTACAACCCCATCGACTCGCTCAAGACGACCTGGAAGTCGCTCTGCTCGGCGTTCCTCGTCGAGGCCAAGTGGTCGGCCTCGGGCTCGCTCCCCTCGGCCAACGAGTACCTGGAGAACGAGAAGGTCAGCTCGGGCGTCTACGTCGTCCTCGTCCACCTCTTCTGCCTCATGGGCCTCGGCGGCACCTCGCGCGGCTCGATCGAGCTGAACGACACGCAGGAGCTGATGTCGTCGATCGCGATCATCTTCCGCCTCTGGAACGACCTCGGCTCGGCCAAGAACGAGCACCAGAACGGCAAGGACGGCTCGTACCTCAACTGCTACAAGAAGGAGCACATCAACCTCACGGCGGCCCAGGCCCACGAGCACGCGCTCGAACTCGTCGCGATCGAGTGGAAGCGCCTCAACAAGGAGTCGTTCAACCTCAACCACGACTCCGTCTCGTCGTTCAAGCAGGCCGCCCTCAACCTCGCCCGCATGGTCCCCCTCATGTACTCGTACGACCACAACCAGCGCGGCCCCGTCCTGGAGGAGTACGTCAAGTTCATGCTCTCGGACTGA

MIPGDVGSTPPPSKLHQALCLNEHSLSCMAELPMDYEGKIKETRHLLHLKGENDPIESLIFVDATLRLGVNHHFQKEIEEILRKSYATMKSPIICEYHTLHEVSLFFRLMRQHGRYVSADVFNNFKGESGRFKEELKRDTRGLVELYEAAQLSFEGERILDEAENFSRQILHGNLAGMEDNLRRSVGNKLRYPFHTSIARFTGRNYDDDLGGMYEWGKTLRELALMDLQVERSVYQEELLQVSKWWNELGLYKKLNLARNRPFEFYTWSMVILADYINLSEQRVELTKSVAFIYLIDDIFDVYGTLDELIIFTEAVNKWDYSATDTLPENMKMCCMTLLDTINGTSQKIYEKHGYNPIDSLKTTWKSLCSAFLVEAKWSASGSLPSANEYLENEKVSSGVYVVLVHLFCLMGLGGTSRGSIELNDTQELMSSIAIIFRLWNDLGSAKNEHQNGKDGSYLNCYKKEHINLTAAQAHEHALELVAIEWKRLNKESFNLNHDSVSSFKQAALNLARMVPLMYSYDHNQRGPVLEEYVKFMLSD

AG2.2

ATGGCGTCGCTCGCCACGGCGGCCCCCGACGACGGCGTCCAGCGCCGAATCGGCGACTACCACTCGAACATCTGGGACGACGACTTCATCCAGTCGCTCTCGACCCCGTACGGCGAGCCTTCGTACCAGGAGCGCGCCGAGCGCCTCATCGTCGAGGTCAAGAAGATCTTCAACTCGATGTACCTCGACGACGGCCGCCTCATGTCGTCGTTCAACGACCTCATGCAGCGCCTCTGGATCGTGGACTCGGTCGAGCGCCTCGGCATCGCCCGCCACTTCAAGAACGAGATCACGTCGGCCCTCGACTACGTCTTCCGCTACTGGGAGGAGAACGGCATCGGCTGCGGACGCGACTCGATCGTCACGGACCTCAACTCGACGGCCCTCGGCTTCCGCACCCTCCGCCTCCACGGCTACACCGTCTCGCCGGAGGTCCTCAAGGCCTTCCAGGACCAGAACGGCCAGTTCGTCTGCTCGCCCGGCCAGACGGAGGGCGAGATCCGCTCGGTCCTCAACCTCTACCGCGCGTCGCTCATCGCCTTCCCCGGCGAGAAGGTCATGGAGGAAGCGGAGATCTTCTCGACGCGCTACCTCAAGGAAGCGCTCCAGAAGATCCCCGTCTCGGCCCTCTCGCAGGAGATCAAGTTCGTCATGGAGTACGGCTGGCACACCAACCTCCCTCGCCTGGAGGCCCGCAACTACATCGACACGCTGGAGAAGGACACCTCGGCGTGGCTCAACAAGAACGCCGGCAAGAAGCTCCTCGAACTCGCGAAGCTGGAGTTCAACATCTTCAACTCGCTCCAGCAAAAGGAACTCCAGTACCTCCTCCGCTGGTGGAAGGAGTCGGACCTCCCCAAGCTCACCTTCGCCCGCCACCGCCACGTCGAGTTCTACACCCTCGCGTCGTGCATCGCCATCGACCCTAAGCACTCGGCGTTCCGCCTCGGCTTCGCCAAGATGTGCCACCTCGTCACGGTCCTCGACGACATCTACGACACGTTCGGCACCATCGACGAGCTGGAGCTGTTCACGTCGGCCATCAAGCGCTGGAACTCGTCGGAGATCGAGCACCTCCCGGAGTACATGAAGTGCGTCTACATGGTCGTCTTCGAGACGGTCAACGAGCTGACCCGCGAGGCCGAGAAGACGCAGGGCCGCAACACCCTCAACTACGTCCGCAAGGCGTGGGAGGCCTACTTCGACTCGTACATGGAGGAAGCGAAGTGGATCTCGAACGGCTACCTCCCGATGTTCGAGGAGTACCACGAGAACGGCAAGGTCAGCTCGGCCTACCGCGTCGCCACCCTCCAGCCCATCCTCACCCTCAACGCCTGGCTCCCCGACTACATCCTCAAGGGCATCGACTTCCCCTCGCGCTTCAACGACCTCGCCTCGTCGTTCCTCCGCCTCCGCGGCGACACGCGCTGCTACAAGGCCGACCGCGACCGCGGCGAGGAAGCGTCGTGCATCTCGTGCTACATGAAGGACAACCCCGGCTCGACGGAGGAAGACGCGCTCAACCACATCAACGCGATGGTCAACGACATCATCAAGGAGCTGAACTGGGAGCTGCTCCGCTCCAACGACAACATCCCCATGCTCGCGAAGAAGCACGCCTTCGACATCACGCGCGCGCTCCACCACCTCTACATCTACCGCGACGGCTTCTCGGTCGCCAACAAGGAGACGAAGAAGCTCGTCATGGAGACGCTCCTGGAGTCGATGCTCTTCTGA

MASLATAAPDDGVQRRIGDYHSNIWDDDFIQSLSTPYGEPSYQERAERLIVEVKKIFNSMYLDDGRLMSSFNDLMQRLWIVDSVERLGIARHFKNEITSALDYVFRYWEENGIGCGRDSIVTDLNSTALGFRTLRLHGYTVSPEVLKAFQDQNGQFVCSPGQTEGEIRSVLNLYRASLIAFPGEKVMEEAEIFSTRYLKEALQKIPVSALSQEIKFVMEYGWHTNLPRLEARNYIDTLEKDTSAWLNKNAGKKLLELAKLEFNIFNSLQQKELQYLLRWWKESDLPKLTFARHRHVEFYTLASCIAIDPKHSAFRLGFAKMCHLVTVLDDIYDTFGTIDELELFTSAIKRWNSSEIEHLPEYMKCVYMVVFETVNELTREAEKTQGRNTLNYVRKAWEAYFDSYMEEAKWISNGYLPMFEEYHENGKVSSAYRVATLQPILTLNAWLPDYILKGIDFPSRFNDLASSFLRLRGDTRCYKADRDRGEEASCISCYMKDNPGSTEEDALNHINAMVNDIIKELNWELLRSNDNIPMLAKKHAFDITRALHHLYIYRDGFSVANKETKKLVMETLLESMLF

PaTPS-Lin

ATGTGCCGCCTCACCAAGTCGGTCACGCCGTCGATCTCGATGTGCCTCACCACGACCGTCTCGGACGACGGCGTCCAGCGCCGAATCGCCGACCACCACCCGAACCTCTGGGACGACAACTTCATCCAGTCGCTCTCGACCCCCTACGGCGCCACCGCCTACCACGAGCGCGCGCAGAAGCTCATCGGCGAGGTCAAGGTCATCATCAACTCGATCCTCGTCGAGGACGGCGAGCTGATCACGCCGCCCAACGACCTCCTCCAGCGCCTCTCGATCGTGGACTCGATCGAGCGCCTCGGCATCGACCGCCACTTCAAGAACGAGATCAAGTCGGCCCTCGACTACGTCTACTCGTACTGGTCGGAGAAGGGCATCGGCTGCGGACGCGACTCGGTCGTCAACGACCTCAACACGACCGCCCTCGGCCTCCGCACCCTCCGCCTCCACGGCTACCCCGTCTCGTCGGACGTCCTGGAGCAGTTCAAGGACCAGAACGGCCAGTTCGCGTGCTCGGCCATCCAGACGGAGGGCGAGATCAAGACGGTCCTCAACCTCTTCCGCGCCTCGCTCATCGCCTTCCCCGGCGAGAAGGTCATGGAGGAAGCGGAGATCTTCTCGACGATCTACCTCAAGGAAGCGCTCCTCAAGATCCCGGTCTGCTCGCTCTCGCGCGAGATCGCGTACGTCCTGGAGTACGGCTGGCACATGAACCTCCCCCGCCTGGAGGCCCGCAACTACATCGACGTCTTCGGCCAGGACCCCATCTACCTCCGCTCGACCCAGAAGCTCATCGAGCTGGCGAAGCTGGAGTTCAACATCTTCCAGTCGCTCCAGCAAGAGGAGCTGAAGCACGTCTCGCGCTGGTGGAAGGACTCGGGCTTCTCGCAGATGGCCTTCGCCCGCCACCGCCACGTCGAGTACTACACGCTCGCGTCGTGCATCGACATCTACCCGCAGCACTCGTCGTTCCGCCTCGGCTTCGCGAAGATCGCCCACCTCGGCACCGTCCTCGACGACATCTACGACACCTTCGGCACGATGGACGAGCTGGAGCTGTTCACGGCGGCGGTCAAGCGCTGGCACCCCTCGGCGGCCGAGGGCCTCCCTGAGTACATGAAGGGCGTCTACATGATGTTCTACGAGACGGTCAACGAGATGGCGCGCGAGGCGGAGAAGTCGCAGGGCCGCGACACCCTCAACTACGCCCGCCAGGCGCTGGAGGCGTACATCGACTCGTACATGAAGGAAGCGAAGTGGATCTCGTCGGGCTTCCTCCCCACCTTCGAGGAGTACCTCGACAACGGCAAGGTCAGCTTCGGCTACCGCATCGCCACCCTCCAGCCCATCCTCACCCTCGGCATCCCGTTCCCCCACCACATCCTCCAGGAGATCGACTTCCCCTCGCGCCTCAACGACCTCGCGGGCTCGATCCTCCGCCTCAAGGGCGACATCCACTCGTACCAGGCCGAGCGCTCGCGCGGCGAGGAGTCGTCGTGCATCTCGTGCTACATGAAGGACAACCCCGAGGCCACGGAGGAAGACGCCGTCACGTACATCAACGCGATGGTCAACCGCCTCCTCAAGGAGCTGAACTGGGAGCTGCTCAAGCCGGACAACAACGTCCCCATCACGTCGAAGAAGCACGCCTTCGACATCCTCCGCGCGTTCTACCACCTCTACAAGGACCGCGACGGCTTCTCGGTCGCCCGCAACGAGATCCGCAACCTCGTCATGACCACGGTCATCGAGCACGTCCCCCTCTGA

MCRLTKSVTPSISMCLTTTVSDDGVQRRIADHHPNLWDDNFIQSLSTPYGATAYHERAQKLIGEVKVIINSILVEDGELITPPNDLLQRLSIVDSIERLGIDRHFKNEIKSALDYVYSYWSEKGIGCGRDSVVNDLNTTALGLRTLRLHGYPVSSDVLEQFKDQNGQFACSAIQTEGEIKTVLNLFRASLIAFPGEKVMEEAEIFSTIYLKEALLKIPVCSLSREIAYVLEYGWHMNLPRLEARNYIDVFGQDPIYLRSTQKLIELAKLEFNIFQSLQQEELKHVSRWWKDSGFSQMAFARHRHVEYYTLASCIDIYPQHSSFRLGFAKIAHLGTVLDDIYDTFGTMDELELFTAAVKRWHPSAAEGLPEYMKGVYMMFYETVNEMAREAEKSQGRDTLNYARQALEAYIDSYMKEAKWISSGFLPTFEEYLDNGKVSFGYRIATLQPILTLGIPFPHHILQEIDFPSRLNDLAGSILRLKGDIHSYQAERSRGEESSCISCYMKDNPEATEEDAVTYINAMVNRLLKELNWELLKPDNNVPITSKKHAFDILRAFYHLYKDRDGFSVARNEIRNLVMTTVIEHVPL

RlemTPS2

ATGGGCTTCGTCCCGCCCATCACGCGCGTCCAGTACCACGTCGCCGCCTCGACGACCCCGATCAAGCCCGTGGACCAGACGATCATCCGCCGATCGGCCGACTACGGCCCCACCATCTGGTCGTTCGACTACATCCAGTCGCTCGACTCGAAGTACAAGGGCGAGTCGTACGCCCGCCAGTCGGAGAAGCTCAAGGAGCAGGTCAGCGCGATGCTCCAGCAGGACGACAAGGTCGTGGACCTCGACCCGCTCCACCAGCTCGAACTCATCGACAACCTCCACCGCCTCGGCGTCTCGTACCACTTCGAGGACGAGATCAAGCGCACCCTCGACCGCATCCACAACAAGAACACGAACAAGTCGCTCTACGCGACCGCCCTCAAGTTCCGCATCCTCCGCCAGCACGGCTACAACACGCCGGTCAAGGAGACGTTCTCGCGCTTCATGGACGAGAAGGGCATCTTCAAGCTCTCGTCGCACTCGGACGACTGCAAGGGCATGCTCGCGCTCTACGAGGCGGCCTACCTCCTCGTCGAGGAAGAGTCGTCGATCTTCCGCGACGCGACGTCGTTCACGACCGCCTACCTCAAGGAGTGGGTCATCAAGCACGACAACATCAAGCACGACGACGAGCACCTCTGCACCCTCGTCAACCACGCGCTCGAACTCCCCCTCCACTGGCGCATGCCCCGCCTGGAGGCCCGCTGGTTCATCGACGTCTACGAGAACGGCCCGGACATGTCGCCCATCCTCCTCGAACTCGCGAAGGTGGACTTCAACATCGTCCAGGCCGTCCACCAGGAGAACCTCAAGTACGCCTCGCGCTGGTGGAAGAAGACGGGCCTCGGCGAGAACCTCAACTTCGTCCGCGACCGCATCGTCGAGAACTTCCTCTGGACCGTCGGCGAGAAGTTCGAGCCGCAGTTCGGCTACTTCCGCCGAATGTCCACGATGGTCATCGCGCTCATCACGGCGGTGGACGACGTCTACGACGTCTACGGCACGCTCGACGAGCTGGAGATCTTCACCGACGCGGTCGAGCGCTGGGACGCCACGGCCGTCGAGCAGCTCCCCCACTACATGAAGCTCTGCTTCCACGCCCTCCGCAACTCGATCAACGAGATGACCTTCGACGCGCTCCGCGACCAGGGCGTGGACATCGTCATCTCGTACCTCACCAAGGCGTGGGCCGACATCTGCAAGGCGTACCTCGTCGAGGCCAAGTGGTACAACTCGGGCTACATCCCCTCGCTCCAGGAGTACATGGAGAACGCCTGGATCTCGATCGGCTCGACGGTCATCCTCGTCCACGCCTACACGTTCACCGCCAACCCGATCACCAAGGAAGGCCTGGAGTTCGTCAAGGACTACCCCAACATCATCCGCTGGTCGTCGGTCATCCTCCGCTTCGCGGACGACCTCGGCACGTCGTCGGACGAGCTGAAGCGCGGCGACGTCCACAAGTCGATCCAGTGCTACATGCACGAGGCCGGCGTCTCGGAGGGCGAGGCCCGCGAGCACATCAACGACCTCATCGCGCAGACCTGGATGAAGATGAACCGCGACCGCTTCGGCAACCCGCACTTCGTCTCGGACGTCTTCGTCGGCATCGCGATGAACCTCGCCCGCATGTCGCAGTGCATGTACCAGTTCGGCGACGGCCACGGCTGCGGCGCGCAGGAGATCACCAAGGCCCGCGTCCTCTCGCTCTTCATCGACCCCATCGCGTGA

MGFVPPITRVQYHVAASTTPIKPVDQTIIRRSADYGPTIWSFDYIQSLDSKYKGESYARQSEKLKEQVSAMLQQDDKVVDLDPLHQLELIDNLHRLGVSYHFEDEIKRTLDRIHNKNTNKSLYATALKFRILRQHGYNTPVKETFSRFMDEKGIFKLSSHSDDCKGMLALYEAAYLLVEEESSIFRDATSFTTAYLKEWVIKHDNIKHDDEHLCTLVNHALELPLHWRMPRLEARWFIDVYENGPDMSPILLELAKVDFNIVQAVHQENLKYASRWWKKTGLGENLNFVRDRIVENFLWTVGEKFEPQFGYFRRMSTMVIALITAVDDVYDVYGTLDELEIFTDAVERWDATAVEQLPHYMKLCFHALRNSINEMTFDALRDQGVDIVISYLTKAWADICKAYLVEAKWYNSGYIPSLQEYMENAWISIGSTVILVHAYTFTANPITKEGLEFVKDYPNIIRWSSVILRFADDLGTSSDELKRGDVHKSIQCYMHEAGVSEGEAREHINDLIAQTWMKMNRDRFGNPHFVSDVFVGIAMNLARMSQCMYQFGDGHGCGAQEITKARVLSLFIDPIA

SabS1

ATGCCGCTCAACTCGCTCCACAACCTGGAGCGCAAGCCCTCGAAGGCGTGGTCCACGTCGTGCACGGCCCCTGCGGCGCGCCTCCAGGCGTCGTTCTCGCTCCAGCAAGAGGAGCCTCGCCAGATCCGCCGATCGGGCGACTACCAGCCGTCGCTCTGGGACTTCAACTACATCCAGTCGCTCAACACGCCCTACAAGGAGCAGCGCTACGTCAACCGCCAGGCCGAGCTGATCATGCAGGTCCGCATGCTCCTCAAGGTCAAGATGGAGGCGATCCAGCAGCTCGAACTCATCGACGACCTCCAGTACCTCGGCCTCTCGTACTTCTTCCCGGACGAGATCAAGCAGATCCTCTCGTCGATCCACAACGAGCACCGCTACTTCCACAACAACGACCTCTACCTCACGGCCCTCGGCTTCCGCATCCTCCGCCAGCACGGCTTCAACGTCTCGGAGGACGTCTTCGACTGCTTCAAGACGGAGAAGTGCTCGGACTTCAACGCGAACCTCGCCCAGGACACCAAGGGCATGCTCCAGCTCTACGAGGCCTCGTTCCTCCTCCGCGAGGGCGAGGACACGCTCGAACTCGCGCGCCGCTTCTCGACCCGCTCGCTCCGCGAGAAGCTCGACGAGGACGGCGACGAGATCGACGAGGACCTCTCGTCGTGGATCAGGCACTCGCTCGACCTCCCTCTCCACTGGCGCATCCAGGGCCTGGAGGCCCGCTGGTTCCTCGACGCCTACGCGCGCCGCCCTGACATGAACCCCCTCATCTTCAAGCTCGCCAAGCTCAACTTCAACATCGTCCAGGCGACGTACCAAGAGGAGCTGAAGGACGTCTCGCGCTGGTGGAACTCGTCGTGCCTCGCCGAGAAGCTCCCTTTCGTCCGCGACCGCATCGTCGAGTGCTTCTTCTGGGCCATCGGCGCCTTCGAGCCCCACCAGTACTCGTACCAGCGCAAGATGGCGGCCATCATCATCACGTTCGTCACCATCATCGACGACGTCTACGACGTCTACGGCACGCTGGAGGAGCTGGAGCTGTTCACGGACATGATCCGCCGATGGGACAACATCTCGATCTCGCAGCTCCCCTACTACATGCAGGTCTGCTACCTCGCCCTCTACAACTTCGTCTCGGAGCGCGCGTACGACATCCTCAAGGACCAGCACTTCAACTCGATCCCGTACCTCCAGCGCTCGTGGGTCAGCCTCGTCGAGGGCTACCTCAAGGAAGCGTACTGGTACTACAACGGCTACAAGCCGTCGCTGGAGGAGTACCTCAACAACGCGAAGATCTCGATCTCGGCCCCGACGATCATCTCGCAGCTCTACTTCACCCTCGCGAACTCGACGGACGAGACGGTCATCGAGTCGCTCTACGAGTACCACAACATCCTCTACCTCTCGGGCACGATCCTCCGCCTCGCCGACGACCTCGGCACCTCGCAGCACGAGCTGGAGCGCGGCGACGTCCCTAAGGCCATCCAGTGCTACATGAAGGACACCAACGCCTCGGAGCGCGAGGCGGTCGAGCACGTCAAGTTCCTCATCCGCGAGACGTGGAAGGAGATGAACACCGTCACCACGGCCTCGGACTGCCCGTTCACGGACGACCTCGTCGCCGTCGCCACCAACCTCGCTCGCGCGGCCCAGTTCATCTACCTCGACGGCGACGGCCACGGCGTCCAGCACTCGGAGATCCACCAGCAGATGGGCGGCCTCCTCTTCCAGCCGTACGTCTGA

MPLNSLHNLERKPSKAWSTSCTAPAARLQASFSLQQEEPRQIRRSGDYQPSLWDFNYIQSLNTPYKEQRYVNRQAELIMQVRMLLKVKMEAIQQLELIDDLQYLGLSYFFPDEIKQILSSIHNEHRYFHNNDLYLTALGFRILRQHGFNVSEDVFDCFKTEKCSDFNANLAQDTKGMLQLYEASFLLREGEDTLELARRFSTRSLREKLDEDGDEIDEDLSSWIRHSLDLPLHWRIQGLEARWFLDAYARRPDMNPLIFKLAKLNFNIVQATYQEELKDVSRWWNSSCLAEKLPFVRDRIVECFFWAIGAFEPHQYSYQRKMAAIIITFVTIIDDVYDVYGTLEELELFTDMIRRWDNISISQLPYYMQVCYLALYNFVSERAYDILKDQHFNSIPYLQRSWVSLVEGYLKEAYWYYNGYKPSLEEYLNNAKISISAPTIISQLYFTLANSTDETVIESLYEYHNILYLSGTILRLADDLGTSQHELERGDVPKAIQCYMKDTNASEREAVEHVKFLIRETWKEMNTVTTASDCPFTDDLVAVATNLARAAQFIYLDGDGHGVQHSEIHQQMGGLLFQPYV

PaJF67

ATGGCGTCGAAGTCCACGTCGCTCACCACCGCCGTCTCGGACGACGGCGTCCAGCGCCGAATCGGCGACCACCACTCGAACCTCTGGGACGACAACTTCATCCAGTCGCTCTCGTCGCCGTACGGCGCGTCGTCGTACGGCGAGCGCGCCGAGCGCCTCATCGGCGAGGTCAAGGAGATCTTCAACTCGCTCTCGCGCACCGACGGCGAACTCGTCTCGCACGTGGACGACCTCCTCCAGCACCTCTCGATGGTGGACAACGTCGAGCGCCTCGGCATCGACCGCCACTTCCAGACCGAGATCAAGGTCAGCCTCGACTACGTCTACTCGTACTGGTCGGAGAAGGGCATCGGCTCGGGCCGCGACATCGTCTGCACCGACCTCAACACCACGGCCCTCGGCTTCCGCATCCTCCGCCTCCACGGCTACACCGTCTTCCCGGACGTCTTCGAGCACTTCAAGGACCAGATGGGCCGCATCGCCTGCTCGGACAACCACACGGAGCGCCAGATCTCGTCGATCCTCAACCTCTTCCGCGCGTCGCTCATCGCCTTCCCCGGCGAGAAGGTCATGGAGGAAGCGGAGATCTTCTCGGCCACGTACCTCAAGGAAGCGCTCCAGACCATCCCCGTCTCGTCGCTCTCGCAGGAGATCCAGTACGTCCTCCAGTACCGCTGGCACTCGAACCTCCCTCGCCTGGAGGCCCGCACGTACATCGACATCCTCCAGGAGAACACCAAGAACCAGATGCTCGACGTCAACACGAAGAAGGTCCTCGAACTCGCGAAGCTGGAGTTCAACATCTTCCACTCGCTCCAGCAGAACGAGCTGAAGTCCGTCTCGCGCTGGTGGAAGGAGTCGGGCTTCCCCGACCTCAACTTCATCCGCCACCGCCACGTCGAGTTCTACACCCTCGTCTCGGGCATCGACATGGAGCCCAAGCACTGCACGTTCCGCCTCTCGTTCGTCAAGATGTGCCACCTCATCACCGTCCTCGACGACATGTACGACACGTTCGGCACCATCGACGAGCTGCGCCTCTTCACGGCGGCCGTCAAGCGCTGGGACCCCTCGACGACGGAGTGCCTCCCTGAGTACATGAAGGGCGTCTACACGGTCCTCTACGAGACGGTCAACGAGATGGCCCAAGAGGCGCAGAAGTCGCAGGGCCGCGACACCCTCTCGTACGTCCGCCAGGCGCTGGAGGCGTACATCGGCGCGTACCACAAGGAAGCGGAGTGGATCTCGTCGGGCTACCTCCCGACCTTCGACGAGTACTTCGAGAACGGCAAGGTCAGCTCGGGCCACCGCATCGCCACCCTCCAGCCGACCTTCATGCTCGACATCCCGTTCCCCCACCACGTCCTCCAGGAGATCGACTTCCCCTCGAAGTTCAACGACTTCGCCTGCTCGATCCTCCGCCTCCGCGGCGACACGCGCTGCTACCAGGCCGACCGCGCGCGCGGCGAGGAAGCGTCGTGCATCTCGTGCTACATGAAGGACAACCCCGGCTCGACGCAAGAGGACGCGCTCAACCACATCAACAACATGATCGAGGAGACGATCAAGAAGCTCAACTGGGAGCTGCTCAAGCCGGACAACAACGTCCCCATCTCGTCGAAGAAGCACGCCTTCGACATCAACCGCGGCCTCCACCACTTCTACAACTACCGCGACGGCTACACGGTCGCCTCGAACGAGACGAAGAACCTCGTCATCAAGACCGTCCTGGAGCCGGTCCCCATGTGA

MASKSTSLTTAVSDDGVQRRIGDHHSNLWDDNFIQSLSSPYGASSYGERAERLIGEVKEIFNSLSRTDGELVSHVDDLLQHLSMVDNVERLGIDRHFQTEIKVSLDYVYSYWSEKGIGSGRDIVCTDLNTTALGFRILRLHGYTVFPDVFEHFKDQMGRIACSDNHTERQISSILNLFRASLIAFPGEKVMEEAEIFSATYLKEALQTIPVSSLSQEIQYVLQYRWHSNLPRLEARTYIDILQENTKNQMLDVNTKKVLELAKLEFNIFHSLQQNELKSVSRWWKESGFPDLNFIRHRHVEFYTLVSGIDMEPKHCTFRLSFVKMCHLITVLDDMYDTFGTIDELRLFTAAVKRWDPSTTECLPEYMKGVYTVLYETVNEMAQEAQKSQGRDTLSYVRQALEAYIGAYHKEAEWISSGYLPTFDEYFENGKVSSGHRIATLQPTFMLDIPFPHHVLQEIDFPSKFNDFACSILRLRGDTRCYQADRARGEEASCISCYMKDNPGSTQEDALNHINNMIEETIKKLNWELLKPDNNVPISSKKHAFDINRGLHHFYNYRDGYTVASNETKNLVIKTVLEPVPM

TpsB

ATGCTCCCCACCGACGAGTTCCAGGTCGAGCGCCGATCGGGCAACTACTCGCCCTCGAAGTGGGACGTGGACTACATCCAGTCGCTCCACTCGGACTACAAGGAAGAGCGCCACACGCGCCGCGCGTCGGAGCTGATCATGGAGGTCAAGAAGCTCCTGGAGAAGGAGCCGAACCCCACCCGCCAGCTCGAACTCATCGACGACCTCCAGAAGCTCGGCCTCTCGGACCACTTCAACAACGAGTTCAAGGAGATCCTCAACTCGGTCTACCTCGACAACAAGTACTACCGCAACGGCGCGATGAAGGAAGTCGAGCGCGACCTCTACTCGACGGCGCTCGCCTTCCGCCTCCTCCGCCAGCACGGCTTCCAGGTCGCCCAGGACGTCCTGGAGTGCTTCAAGAACACGAAGGGCGAGTTCGAGCCGTCGCTCTCGGACGACACCCGCGGCCTCCTCCAGCTCTACGAGGCGTCGTTCCTCCTCACGGAGGGCGAGAACACGCTCGAACTCGCGCGCGACTTCACGACCAAGATCCTGGAGGAGAAGCTCCGCAACGACGAGATCGACGACATCAACCTCGTCACGTGGATCAGGCACTCGCTGGAGATCCCCATCCACTGGCGCATCGACCGCGTCAACACCTCGGTCTGGATCGACGTCTACAAGCGCCGCCCTGACATGAACCCCATCGTCCTCGAACTCGCGGTCCTCGACTCGAACATCGTCCAGGCCCAGTACCAAGAGGAGCTGAAGCTCGACCTCCAGTGGTGGCGCAACACGTGCCTCGCCGAGAAGCTCCCCTTCGCCCGCGACCGCCTCGTCGAGTCGTACTTCTGGGGCGTCGGCGTCGTCCAGCCTCGCCAGCACGGCATCGCCCGCATGGCGGTGGACCGCTCGATCGCGCTCATCACCGTCATCGACGACGTCTACGACGTCTACGGCACGCTGGAGGAGCTGGAGCAGTTCACCGAGGCCATCCGCCGATGGGACATCTCGTCGATCGACCAGCTCCCGTCGTACATGCAGCTCTGCTTCCTCGCGCTCGACAACTTCATCAACGACATCGCCTACGACGTCCTCAAGGAGCAGGGCTTCAACATCATCCCGTACCTCCGCAAGTCGTGGACGGACATGATCGAGGGCTTCCTCCTGGAGGCGAAGTGGTATCACAACGGCCACAAGCCCAAGCTGGAGGAGTACCTGGAGAACGGCTGGCGCTCGATCGGCTCGACGGTCGTCCTCACCCACGCCTTCTTCGGCGTCACGCACTCGCTCACCAAGGAGAACATCGACCAGTTCTTCGGCTACCACGAGATCGTCCGCCTCTCGTCGATGCTCCTCCGCCTCGCCGACGACCTCGGCACCTCGACGGACGAGGTCAGCCGCGGCGACGTCCCGAAGGCGATCCAGTGCTACATGAACGACAACATCGGCGCCTCGGAGGCCGAGGCCCGCGAGCACGTCAAGTGGTGCATCTGGGAGACGTGGAAGAAGATGAACAAGGTCCGCGTCGCGCGCGACACCCCCTTCTCGCAGGACTTCATCGTCTGCGCGATGGGCATGGGCCGCATGGGCCAGTACATGTACCACTACGGCGACGGCCACGGCATCCAGCACTCGATCATCCACCAGCAGATGTCCACGTGCCTCTTCCACCCGTCGTCGTCGAACTGA

MLPTDEFQVERRSGNYSPSKWDVDYIQSLHSDYKEERHTRRASELIMEVKKLLEKEPNPTRQLELIDDLQKLGLSDHFNNEFKEILNSVYLDNKYYRNGAMKEVERDLYSTALAFRLLRQHGFQVAQDVLECFKNTKGEFEPSLSDDTRGLLQLYEASFLLTEGENTLELARDFTTKILEEKLRNDEIDDINLVTWIRHSLEIPIHWRIDRVNTSVWIDVYKRRPDMNPIVLELAVLDSNIVQAQYQEELKLDLQWWRNTCLAEKLPFARDRLVESYFWGVGVVQPRQHGIARMAVDRSIALITVIDDVYDVYGTLEELEQFTEAIRRWDISSIDQLPSYMQLCFLALDNFINDIAYDVLKEQGFNIIPYLRKSWTDMIEGFLLEAKWYHNGHKPKLEEYLENGWRSIGSTVVLTHAFFGVTHSLTKENIDQFFGYHEIVRLSSMLLRLADDLGTSTDEVSRGDVPKAIQCYMNDNIGASEAEAREHVKWCIWETWKKMNKVRVARDTPFSQDFIVCAMGMGRMGQYMYHYGDGHGIQHSIIHQQMSTCLFHPSSSN

LcTPS2

ATGTCGGCCCCCTCGTACTCGGACCTCGTCCGCCGCCGCTCGGCCAACTACAAGCCTTCGAAGTGGGACTCGAACTTCGTCGAGACGCTGGAGTCGGACTACAAGAAGGAGAACCACGAGATGTACATCGAGAAGCTCATGGGCGACGTCAAGCACCTCATGAAGGAAGTCGTCAACCCGATCGAGAAGATGGAGCTGGTGGACACCATCCAGCGCCTCGGCCTCGGCTACCTCTTCAACAAGGAGATCAAGGAAGTCCTCAACACCATCACGACCTCGAAGGCCACGCTCAAGACCAAGAAGGACCTCCACGCCGTCGCCCTCCAGTTCCGCCTCCTCCGCCAGCACGGCTACGAGGTCAGCCCCGACGCCTTCCACGAGTTCAAGGACGAGAAGGGCGGCTTCAAGGAGTCGCTCTGCATGGACATCAAGGGCATGCTCTGCCTCTACGAGGCGTCGCACCTCTCGTTCCAGGGCGAGGTCGTCCTCGACGAGGCGCGCGAGTTCACCTCGACGCACCTCAAGGCGATCGGCGGCAACATCGACCCGGTCCTCCTCAAGAAGGTCCGCCACTCGCTGGAGATGCCCCTCCACTGGCGCATGCTCCGCCTGGAGGCCCGCTGGTACATCGAGACGTACGACGAGGAAGACCGCAAGAACCCGTCGCTCGCGGAGCTGGCGAAGCACGACTTCAACTCGGTCCAGACCATCTACCAGCGCTCGCTCAAGCGCATGTCGCGCTGGTGGCGCACCTCGGCCTCGGCGAGCGCCTGGAGTTCTCGCGCGACCGCCTCGTCGAGTGCTTCTTCTGGACGACCGGCGTCATCTTCGACCCCCAGTTCGAGCGCTGCCGCGGCGTCCTCACCAAGGTCAACCAGCTCGTCTCGACCATCGACGACGTCTACGACGTCTACGGCTCGCTGGAGGAGCTGGAGCTGTTCACGGACGCGGTGGACCGCTGGGACATCCGCGCGATGGAGCAGCTCCCTGAGTACATGAAGATCTGCTACCTCGCCCTCTACAACACGACCAACGACATCGCGTACGAGGCCCTCAAGGAAGAGGGCCTCGACGTCATCCCGTACCTCAAGAAGGTCTGGACCGACCTCTGCAAGTCGTACATCGTCGAGGCCCGCTGGTACTCGAACGGCTACAAGCCCACGCTGGAGGAGTACCTGGAGAACGCCTGGACCTCGATCGCCGGCCCCGTCGCCCTCGTCCACGCCTACTTCTCGTTCGGCCAGAAGATGCCCTTCGAGGCGCTCAACTACTCGAACACGTCGTCGCTCATCAAGTGGTCGTCGATGATCTTCCGCCTCTGCGACGACCTCGCCACCTCGTCGGACGAGGTCGCGCGCGGCGACGTCCCGAAGTCGATCCAGTGCTACATGTACGAGGCGGGCGTCTCGGAGTCGGTCGCGCGCGACCACATCAAGTACCTCATCGACGAGGCCTGGAAGAAGATGAACGAGTGCCTCGTCTACAACACGCCGTTCCTCCAGCCCCTCATCAACGCCGGCCTCAACCTCGCCCGCATGGCCCACTGCATGTACGAGCGCGGCGACGGCCACGGCTTCTCGAACGAGCTGGACAAGAAGCGCGTCCTCCTCCTCCTCGCGGAGCCCTTCAAGTTCATGTGA

MSAPSYSDLVRRRSANYKPSKWDSNFVETLESDYKKENHEMYIEKLMGDVKHLMKEVVNPIEKMELVDTIQRLGLGYLFNKEIKEVLNTITTSKATLKTKKDLHAVALQFRLLRQHGYEVSPDAFHEFKDEKGGFKESLCMDIKGMLCLYEASHLSFQGEVVLDEAREFTSTHLKAIGGNIDPVLLKKVRHSLEMPLHWRMLRLEARWYIETYDEEDRKNPSLAELAKHDFNSVQTIYQRSLKRMSRWWRDLGLGERLEFSRDRLVECFFWTTGVIFDPQFERCRGVLTKVNQLVSTIDDVYDVYGSLEELELFTDAVDRWDIRAMEQLPEYMKICYLALYNTTNDIAYEALKEEGLDVIPYLKKVWTDLCKSYIVEARWYSNGYKPTLEEYLENAWTSIAGPVALVHAYFSFGQKMPFEALNYSNTSSLIKWSSMIFRLCDDLATSSDEVARGDVPKSIQCYMYEAGVSESVARDHIKYLIDEAWKKMNECLVYNTPFLQPLINAGLNLARMAHCMYERGDGHGFSNELDKKRVLLLLAEPFKFM


