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SUPPORTING INFORMATION 
[bookmark: OLE_LINK1][bookmark: OLE_LINK2]Figure S1. N-terminal amino acid sequencing results of inclusion bodies. (A) Standard mixtures of 19 type PTH amino acids. (B)-(F) is the 1-5 amino acids of inclusion bodies N-terminus. 
Table S1. Primers used in this study.


[image: F:\博士学习\a-淀粉酶\论文\第一篇小论文数据整理-BT\论文提交\MCF\MCF\Supplement Figure 1.tif]
Figure S1. N-terminal amino acid sequenced results of inclusion bodies.
(A) Standard mixtures of 19 type PTH amino acids. (B)-(F) is the 1-5 amino acids of inclusion bodies N-terminus.


[bookmark: _GoBack]Table S1. Primers used in this study.
	Primers
	Sequences (5’-3’)

	pBE1
	ATCGAGCTCATGGCAGCCCCGTTCAAT

	pBE2
	CCCAAGCTTTTAGCGCGGAACCCACACACT

	pBE3
	CGCGTCCCTCTCCTT TTGCTTAAGTTCAGAGTAG

	pBE4
	GGCCGGTGCACATATGGAGCTCGGTACCCTCGAG

	pHY1
	AAGCTTGGTAATAAAAAAACACCTCC

	pHY2
	CATGGCTTCAGCACTCGCA

	pHY3
	CTGCGAGTGCTGAAGCCATGATGGCAGCCCCGTTCAAT

	pHY4
	GTTTTTTTATTACCAAGCTTTTAGCGCGGAACCCACAC

	pHY5
	AAGCTTGGTAATAAAAAAACACCTC

	pHY6
	TCTTGACACTCCTTATTTGATTTTTTG

	pHY7
	TCAAATAAGGAGTGTCAAGAATGAGAAAAAAGATTACGTTAG

	pHY8
	TCAAATAAGGAGTGTCAAGAATGAAACTGGCAAAAAGAGTAT

	pHY9
	[bookmark: OLE_LINK25][bookmark: OLE_LINK26]TCAAATAAGGAGTGTCAAGAATGAAAAAGAAGATTGTAGCCG

	pHY10
	GTTTTTTTATTACCAAGCTTTTAGCGCGGAACCCACACACTCA

	pHY11
	CCCACGTTGTGATTAAAAGCAG

	pHY12
	AATTCCTGTTATAAAAAAAGGATCAA

	pHY13
	TTTTAATCACAACGTGGGAGGCCGTCTGTACGTTCCTAAACTAGT

	pHY14
	CTTTTTTTATAACAGGAATTCCCGGCAGTACCGGCATA

	pF1
	CATGCCATGGATGGCAGCCCCGTTCAATGG

	pR1
	CCCAAGCTTAGCGCGGAACCCACACACT
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