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[bookmark: _GoBack]Figure S1. Diagrams of vector structures
PADH1, ADH1 promoter; GAL4 AD, GAL4 activation domain region; GAL4 BD, GAL4 DNA binding domain region; TADH1, ADH1 terminator.
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Figure S2. Mass spectra of CBT-ol and GGPP 
(A) The associated mass peaks of the yeast produced CBT-ol. (B) The associated mass peaks of the yeast produced GGPP.
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Figure S3. Yeast growth and cembranoid production by shake-flask cultivation
(A) Yeast growth and CBT-ol production when cultured in YPD medium or the optimized medium. (B) Yeast growth and CBT-diol production when cultured in YPD medium or the optimized medium. OM in the brackets indicates optimized medium. WW=wet weight.









Table S1. Codon-optimized sequences of CBTS1 and CYP450
	Codon optimized sequence of CBTS1:
ATGTCTCAATCTATTTCTCCTCTTATTTGTTCACATTTTGCTAAGTTTCAATCTAATATTTGGAGGTGTAATACTTCACAACTTAGAGTTATTCATTCTTCTTATGCTTCTTTTGGAGGTAGAAGAAAGGAAAGGGTTAGAAGGATGAATAGAGCTATGGATCTTTCTTCTTCTTCAAGGCACTTAGCTGATTTTCCTTCTACAATTTGGGGAGATCATTTTCTATCATATAATTCTGAAATTACTGAAATAACTACTCAAGAAAAGAATGAGCATGAAATGCTTAAGGAAATTGTTAGAAAGATGCTTGTTGAAACACCTGATAATAGTACACAAAAACTTGTTTTGATTGATACAATTCAAAGACTTGGTTTGGCTTATCATTTTAATGATGAGATTGAAAATTCAATTCAAAATATTTTTAATTTGTCACAAAATAGTGAGGATGATGATGAGCATAACCTTTATGTTGCTGCATTGAGGTTTAGACTTGCTAGACAGCAAGGTTATTACATGAGTTCTGATGTTTTTAAACAATTCACTAATCATGATGGAAAGTTCAAAGAAAATCACACTAATGATGTGCAAGGACTTCTTTCTCTTTATGAAGCTGCACATATGAGAGTTCATGATGAAGAAATTCTTGAAGAAGCTCTGATTTTTACTACTACACATCTTGAAAGTGTTATTCCAAACCTTAGTAATTCATTGAAAGTTCAAGTGACTGAAGCTTTGAGTCATCCAATTAGAAAAGCAATTCCAAGAGTTGGAGCTAGAAAGTATATTCATATCTATGAAAATATTGGTACTCATAATGATTTGTTATTGAAATTTGCTAAGCTTGATTTTAATATGTTGCAAAAACTTCATAGAAAGGAACTTAACGAACTTACATCTTGGTGGAAGGATCTTGATAGAGCTAACAAATTTCCTTATGCTAAAGATAGGTTGGTTGAAGCATATTTTTGGACTGTTGGTATCTATTTTGAACCACAGTATTCTCGTAGTAGGTCACTTGTTACTAAAGTTGTGAAGATGAATTCTATTATCGATGATACATATGATGCTTACGCAACTTTTGATGAATTAGTTCTTTTCACTGATGCTATTCAAAGGTGGGATGAAGGAGCTATGGATTTGCTTCCAACTTATTTGAGACCAATCTACCAAGGATTGCTTGATGTTTTTAATGAGATGGAAGAAGTTTTAGCTAAAGAGGGTAAAGCTGATCATATATATTATGCTAAGAAAGAGATGAAAAAAGTTGCTGAAGTTTACTTTAAGGAAGCTGAATGGCTTAATGCTAATTATATTCCAAAGTGTGAAGAATATATGAAGAACGGATTAGTTTCCTCAACTGGTCCTATGTACGGTATTATTTCCCTTGTTGTGATGGAAGAGATTATTACTAAAGAAGCATTTGAATGGCTTACTAATGAGCCACTTATCCTTAGGGCTGCTTCAACAATTTGTAGATTGATGGATGATATGGCTGATCATGAGGTTGAGCAACAAAGAGGTCATGTTGCATCATTTGTTGAATGTTATATGAAAGAATATGGAGTTTCTAAACAAGAAGCATATGTTGAAATGAGGAAAAAGATTACTAATGCTTGGAAAGATATTAATAAGGAACTTTTGAGACCAACAGCTGTTCCAATGTTTATTCTTGAAAGATCATTGAATTTTAGTAGATTGGCTGATACATTTCTTAAGGATGATGATGGTTATACTAATCCTAAGTCTAAGGTTAAAGATCTTATTGCATCTTTGTTTGTTGAATCTGTTGATATATGA

Codon optimized sequence of CYP450:
ATGCAATTCTTTAATTTCTTTTCATTGTTTCTTTTTGTTTCATTTTTGTTTCTTTTTAAAAAGTGGAAAAATTCTAATTCTCAAACTAAGAGATTGCCACCAGGACCATGGAAGCTTCCAATTCTTGGTAGTATGCTTCATATGCTTGGAGGATTGCCACATCATGTTCTTAGAGATCTTGCTAAGAAGTATGGACCTATTATGCATTTGCAGTTGGGTGAGGTTTCTTTGGTTGTTATTTCTTCTCCAGGAATGGCTAAAGAGGTTTTGAAAACTCATGATCTTGCTTTTGCTAATAGACCACTTCTTGTGGCTGCTAAGATTTTTAGCTATAATTGTATGGATATTGCTCTTTCACCATATGGTAATTATTGGAGACAAATGAGAAAAATTTGTTTGCTTGAACTTCTTTCTGCTAAAAATGTTAAGTCTTTTAATTCTATAAGACAGGATGAGGTTCATAGAATGATTAAGTTCTTTAGGTCATCTCCAGGTAAACCAGTTAACGTTACTAAAAGAATTTCTCTTTTTACAAATTCAATGACTTGTAGATCTGCTTTTGGTCAAGAATATAAGGAACAAGATGAATTTGTTCAACTTGTTAAAAAAGTTTCTAATTTGATTGAAGGATTTGATGTAGCTGATATTTTTCCATCATTGAAATTTTTGCATGTTTTGACTGGTATGAAGGCTAAAGTGATGAATACTCATAATGAGCTTGATGCTATTCTTGAAAATATTATTAATGAGCATAAGAAGACATCTAAATCAGATGGAGAATCTGGAGGTGAAGGTATTATAGGAGTTTTATTAAGATTGATGAAAGAAGGAGGACTTCAATTTCCAATTACTAATGATAATATTAAGGCTATTATTTCAGATATTTTTGGTGGTGGTACTGAGACTTCTTCTACAACTATTAATTGGGCTATGGTTGAAATGATGAAAAATCCTTCTGTTTTTAGTAAAGCTCAGGCTGAAGTTAGAGAAATTCTTAGAGGTAAAGAAACTTTTGGTGAAATTGATGTTGAAGAGTTTAAATATCTTAAAATGGTTATTAAAGAAACTTTTAGATTACATCCTCCTTTACCTCTTCTTCTTCCTAGAGAATGTAGAGAAGAAATTGATCTTAATGGTTATACAATTCCACTTAAGACAAAGGTTGTTGTTAATGCTTGGGCTATGGGTAGAGATCCTAAGTATTGGGATGATGTTGAATCTTTTAAGCCAGAAAGATTTGAACATAATTCTATGGATTATATAGGTAATAACTATGAATATCTTCCATTTGGTTCTGGTAGGAGGATTTGTCCAGGTATTTCTTTTGGACTTGCTAATGTTTATTTTCCTTTGGCTCAACTTCTTAATCATTTTGATTGGAAGCTTCCAACAGGAATTAATCCTAGAAATTGTGATTTGACAGAAGCTGCAGGTGCTGCTTGTGCTAGAAAGAATGATTTGCATTTGATAGCTACTGCATATCAACATTGTGAAGAATAA







Table S2. Primers for vector construction
	Gene Name
	Primer 
	Primer Sequence
	Vector

	CBTS1
	CBTS1-L
	AAACCATGGTGTCTCAATCTATTTCTC
	pGADT7-CBTS1

	
	CBTS1-R
	AAACCATGGTGTCTCAATCTATTTCTC
	

	
	CBTS1-IL
	GCAAAGATGGATAAAGCGATGTCTCAATCTATTTCTCC
	pGADT7-CBTS1-His

	
	CBTS1-IR
	CTACGATTCATCTGCAGTCAGTGGTGGTGGTGGTGGTGTATATCAACAGATTCAACAAAC
	

	CYP450
	CYP450-L
	AAAGAATTCATGCAATTCTTTAATTTCTTT
	pGBKT7-CYP450

	
	CYP450-R
	AAAGGATCCTTATTCTTCACAATGTTGAT
	


Note: Sequence for 6×His-tag is underlined.


Table S3. Gradient mobile phase for UPLC assay
	Number
	Time (min)
	Flow rate (mL/min)
	ddH2O (%)
	Acetonitrile (%)

	1
	Initiation
	0.3
	20
	80

	2
	2
	0.3
	40
	60

	3
	4
	0.3
	60
	40

	4
	6
	0.3
	80
	20

	5
	8
	0.3
	100
	0

	6
	9
	0.3
	100
	0

	7
	11
	0.3
	80
	20

	8
	13
	0.3
	60
	40

	9
	14
	0.3
	40
	60
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