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Figure captions:
Fig. S1. Phylogenetic tree constructed by the representative sequence of the horizontal species; the color of the branch and the fan shape indicates its corresponding gate, circles from inside to outside stand for system composition tree, genes layout on different classification levels (represent by different color, and the area of sector means respective proportion), the stacked column chart outside the fan ring indicates the abundance distribution information of the genus in different treatments.
Fig. S2. Venn figure during treatments. C(control), M(model with normal saline), QHY(traditional Chinese medicine Qinghuayin), V(western medicine vitacoenzyme), V_ATB(western medicine vitacoenzyme and antibiotic added), M_ATB(model with normal saline and antibiotic added), and QHY_ATB(traditional Chinese medicine Qinghuayin and antibiotic added).
[image: image1.emf]
Figure S1.
[image: image2.emf]
Figure S2.
