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	Sequence (5’-3’)

	PAS_chr1-4_0586 F204
	ACCATCTCCAAGACCACCAAG

	PAS_chr1-4_0586 R347
	CAGCAACACCAGCCTTAGCAG

	PAS_chr4_0627 F114
	CAAGGCTGCCAACAAATTGAC

	PAS_chr4_0627 R250
	TTACCAGCTTCCAATGCATCACC

	PAS_chr2-2_0208 F183
	TGAACAAGTGGCTCCTCACGA

	PAS_chr2-2_0208 R323
	TCCCTCCTTCAAATCATTGGCTT

	PAS_chr2-2_0392 F462
	CATTAATGCCGCTTCCGTCAC

	PAS_chr2-2_0392 R595
	AGCTTTACCACCTACCTCGAC

	PAS_chr1-1_0407 F297
	GCATCATCACGTTGACAAACA

	PAS_chr1-1_0407 R441
	ACTGTCCATTTCCGGTCAAGA

	PAS_chr4_0785 F143
	AGCCTTCTTCCATTGATGACC

	PAS_chr4_0785 R278
	AGCACTCGGCCAGAACAACAA

	PAS_chr3_0230 F1079
	ACAAGTCCATCAACCCAGACG

	PAS_chr3_0230 R1216
	CTTGGTCATGATACCACCAGC

	PAS_chr2-2_0019 F589
	GCTTGCGAATGGGCTCCTTAC

	PAS_chr2-2_0019 R722
	CGTTAGGTTCAGCTAGCCTCT

	GAP F685
	GTTTGGCTTTCCGTGTCCCA

	GAP R819
	CGGCATCTTCAGTGTAACCC

	PAS_chr1-4_0570 F631
	ACCACTTACGGAACCAAGAC

	PAS_chr1-4_0570 R771
	ACTTCATAGCCTCGTCGACT

	ACT1 RT F893
	TGCAAAAGGAGCTTACTGCC

	ACT1 RT R1037
	TGGTCCAGATTCGTCGTACT

	crtYB RT F3
	GCCTACGCAGAGGATCTTGC

	crtYB RT R3
	TCCATCCGGCAACTGTCCTT

	crtI RT F2
	CAAGCGCAACAATCCCTCAG

	crtI RT R2
	GGAGGCGTAAACGAGGTCAG

	tHMG1 RT F2
	TCAACTGGATCGAAGGTCGT

	tHMG1 RT R2
	AAATCCACCAACAGACCCAG

	crtE RT F2
	TCGGCCTCGTCTGAAAACGG

	crtE RT R2
	TCTTCGCTAGGACACGTCAG

	LacZ RT F3
	GCACGGCAGATACACTTGCT

	LacZ RT R3
	CGGTGTATCGCTCGCCACTT

	crtI RT 6F
	ACGATGCCAGAAACAAGATT

	crtI RT 6R
	AGTCCTCGGCCAAGAAGATA

	

	colony verification
	Sequence (5’-3’)

	PGAP F2
	GCCCGTTACCGTCCCTAGGA

	P0019 F2
	GACCCTGGTTGCTACATTTG

	P0208 F2
	CCATGAAAGGTTCAAAGGCA

	P0230 F
	AGCCGCAGGAACCATATGTG

	P0107 F
	CAATCACAAGCGGAAACACC

	tHMG1 R
	AGCTTTCAATATCGCGGGAA

	crtE R
	CCAACAACGTTCTGGATGAC

	crtYB R
	CCACTCTCCGCTGATGGATA

	crtI R
	GGCGATTCCACCGATACCAC



