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Table S1. Structures of Compounds related to this work.
	Compounds related to this work
	Structure

	Naringenin
	



	Hesperetin
	



	2’-hydroxyflavanone
	



	3’-hydroxyflavanone
	



	4’-hydroxyflavanone
	

     

	6-hydroxyflavanone
	



	7-hydroxyflavanone
	



	Isoxanthohumol
	

 

	Pinocembrin
	



	Eriodictyol
	



	Chrysin
	



	Baicalein
	



	Diosmetin
	



	Apigenin
	



	Luteolin
	



	3-hydroxyflavone
	



	4’,7-dihydroxyflavone
	



	Fisetin
	



	Quercetin
	



	Myricetin
	



	Morin
	



	Dihydromyricetin
	



	Epicatechin
	



	Genistein
	



	Biochanin A
	



	Daidzein
	



	Xanthohumol
	



	α,β-dihydroxanthohumol
	



	Phloretin
	



	Resveratrol
	




[bookmark: _Toc107332304]Table S2. List of Compounds used as potential C-8 hydroxylase inducers
	Nr
	Potential inducer

	1
	Chrysin

	2
	Biochanin  A

	3
	Genistein

	4
	Daidzein

	5
	Quercetin

	6
	5-hydroxyflavanone

	7
	6-hydroxyflavanone

	8
	7-hydroxyflavanone

	9
	2’-hydroxyflavanone

	10
	3’-hydroxyflavanone

	11
	4’-hydroxyflavanone

	12
	Naringenin


[bookmark: _Toc107332305]Table S3. Accession number and origin of sequences used in the phylogenetic analysis.
	Name
	Origin
	Acc. Number

	fdeE
	Herbaspirillum seropedicae SmR1
	ADJ62524

	LjF8H
	Lotus japonicus
	BBN79890

	CYP82D2 
	Scutellaria baicalensis
	ASW21052

	F8H-1 
	Ocimum basilicum
	AII16849

	F8H-2 
	Ocimum basilicum
	AII16848

	Fdx-1
	Ocimum basilicum
	AII16854

	FNR-1
	Ocimum basilicum
	AII16855

	ObPTC52-1
	Ocimum basilicum
	AII16851

	ObF8H-1
	Ocimum basilicum
	AII16850

	ObPTC52-3
	Ocimum basilicum
	AII16852

	ObPTC52-2
	Ocimum basilicum
	AII16853

	Sam5
	Saccharothrix espanaensis
	ABC88666

	AsB510
	Azospirillum sp.
	WP_012977496

	CYP82D1.1
	Scutellaria baicalensis
	ASW21050

	CYP71D9 
	Glycine max
	NP_001304582

	ObCPR
	Ocimum basilicum
	AGC92176

	CYP82D33
	Ocimum basilicum
	AGF30364    

	CYP82D62
	Mentha x piperita
	AGF30366

	CYP93B23
	Ocimum basilicum
	AGF30365


[bookmark: _Toc107332306]Table S4. Sequences of flavonoid C-8 hydroxylase gene candidates, primer sequences and transcription units.
	Candidate flavonoids C-8 hydroxylase genes

	Name
	Sequence

	Rg3610short
	CCCCATTTCCCCTCCCTTAGACCTTACCAGTATACAAGCTGAACTCGATATGCCCAACGCCGATTCCTCCCAGCTCGACGTCGTGGTCATCGGCGGTGAGTGAAGGCGGCGTTGTCGTTCCGCCAGCGTGCAGACAACCTTCTCACGATCTCACGCCGCAACTTGCACAGCTGGCATCGCCGGACTTGCGGCCGCGACCGCATTGCGGCACCACAACGTCACCGTCCTCGAGCAGTCTCGCTTGAAGGAAGAAGTCGGCGCCGCCATCCACCTCGGACCGAACGCCGCCAAGATCGCCCTCGGCTGGGGCATGTCGCTTGACAACCTCAACAGCCCGGAGACGCAATGGTACCACGAACTCGGTCAAGACGGCAAGACCCACTTCAAGATCCCCATTTTCGCGAGGAAGGAGTTCGGCGCGCCGTGGCTCCTGAACCACCGAGTCGACCTCCACAACGAGCTGCGTCGGCTTGCCACGACGGAAGCCGGAGAGGGCAAGCCAGCTACCGTCCGCACCGCATCGCGGGTCGTCCAGATCGACCCTGAGGCAGGTGTGGTCGAGCTCGCGGACGGCGAAAAGATCCACGCGGACGTGATCATCGCCGCCGACGGCATTCATTCGGTCGGGCGCACTGCCGTCCTCGGCCAGAAGCTCGTCGCCAACAGGTCGGGACATTCGGCCTACCGGGCTCTTATCCCGCGCGACCGTCTCCTCGACAACCCGCGCGCACTCGCTATCCTCGACGGAGATGAGAAAGGTATGGGCTTGACGACCTTTATGGGATCGGACCGGCGTCTGGTCGCCTACCCGTGCCGCAAAGGAACCTTGCTCAACATCGTCGCGATCGTGCCGGACTCGGAAGCGGAGAGCTCTACAGAGGAGTGGCACGTACAGGGAGACCCCGAGAAGCTCCTCAAGTCCTTCGAGAATTTCTGCGACGATGCCAAATTCATCCTCCGCGCCGCTCCGAGCTGCAACTTGTGGCAGCTTCGGGAACAAGACCCGCTCGAGACCTGGACCAAGGGGCGTGTCATCCTCATCGGCGATGCCGCTCACGCCATGCTTCCCCACCAAGGTCAGGGCGGCGGTCAAGCGATCGAAGACGCCGAAGCACTCGCGGTCGTGCTCCCGAACTCGACCCCTGCCTCAGCAGTACCGGAGCGTCTCCAGCTCGCCGAGAAGATTCGTTACGAACGAGCGACCCGCATCCAGTCGTACTCGCGGGAGAAGGCCCTCGGACCCAAGCCGGGCGAAAAGGTCGTCAACGCGCAGGAACACGCCGCTTACAACTTTGGGTATGCCGGCGCGCGCGACTACGCCGAGAAGCACGGGATCGCCTTGCCCGTGTCGGCCTGAGAACGTCGAGGCAAGTTTTGTCTGTCGGTTTCGTTGTATACGCAGTCCATGTAGAACTCGTATCGAGAGGTGGTTGTGAAATCAAGTTTGAAAGTAAAAAAAAAA

	Rg3610long
	CCCCATTTCCCCTCCCTTAGACCTTACCAGTATACAAGCTGAACTCGATATGCCCAACGCCGATTCCTCCCAGCTCGACGTCGTGGTCATCGGCGCTGGCATCGCCGGACTTGCGGCCGCGACCGCATTGCGGCACCACAACGTCACCGTCCTCGAGCAGTCTCGCTTGAAGGAAGAAGTCGGCGCCGCCATCCACCTCGGACCGAACGCCGCCAAGATCGCCCTCGGCTGGGGCATGTCGCTTGACAACCTCAACAGCCCGGAGACGCAATGGTACCACGAACTCGGTCAAGACGGCAAGACCCACTTCAAGATCCCCATTTTCGCGAGGAAGGAGTTCGGCGCGCCGTGGCTCCTGAACCACCGAGTCGACCTCCACAACGAGCTGCGTCGGCTTGCCACGACGGAAGCCGGAGAGGGCAAGCCAGCTACCGTCCGCACCGCATCGCGGGTCGTCCAGATCGACCCTGAGGCAGGTGTGGTCGAGCTCGCGGACGGCGAAAAGATCCACGCGGACGTGATCATCGCCGCCGACGGCATTCATTCGGTCGGGCGCACTGCCGTCCTCGGCCAGAAGCTCGTCGCCAACAGGTCGGGACATTCGGCCTACCGGGCTCTTATCCCGCGCGACCGTCTCCTCGACAACCCGCGCGCACTCGCTATCCTCGACGGAGATGAGAAAGGTATGGGCTTGACGACCTTTATGGGATCGGACCGGCGTCTGGTCGCCTACCCGTGCCGCAAAGGAACCTTGCTCAACATCGTCGCGATCGTGCCGGACTCGGAAGCGGAGAGCTCTACAGAGGAGTGGCACGTACAGGGAGACCCCGAGAAGCTCCTCAAGTCCTTCGAGAATTTCTGCGACGATGCCAAATTCATCCTCCGCGCCGCTCCGAGCTGCAACTTGTGGCAGCTTCGGGAACAAGACCCGCTCGAGACCTGGACCAAGGGGCGTGTCATCCTCATCGGCGATGCCGCTCACGCCATGCTTCCCCACCAAGGTCAGGGCGGCGGTCAAGCGATCGAAGACGCCGAAGCACTCGCGGTCGTGCTCCCGAACTCGACCCCTGCCTCAGCAGTACCGGAGCGTCTCCAGCTCGCCGAGAAGATTCGTTACGAACGAGCGACCCGCATCCAGTCGTACTCGCGGGAGAAGGCCCTCGGACCCAAGCCGGGCGAAAAGGTCGTCAACGCGCAGGAACACGCCGCTTACAACTTTGGGTATGCCGGCGCGCGCGACTACGCCGAGAAGCACGGGATCGCCTTGCCCGTGTCGGCCTGAGAACGTCGAGGCAAGTTTTGTCTGTCGGTTTCGTTGTATACGCAGTCCATGTAGAACTCGTATCGAGAGGTGGTTGTGAAATCAAGTTTGAAAGTAAAAAAAAAA

	Rg7441
	GACCGATTGCCTCCAACGCTCGCAACGACTTCATCGATTCTGCGCCGCCAACACCTTCTGCAGGATTCGTTGATCTTGCTCGAGGGTCCCGGCTGTGCTGAGCGAGGTCGTCACACGACGTCCGACTATGCGACGAGAAGCGCGGCGCGCACCGACAGCAAGTGTCTTCGCCGGCAATAGCGGACCAGCCTCACTCGTCGTGGCGTCACGACCACCCTTTCTCCAGCACTTCATGTGCAATGCACTGTCGACGCGTCCAACACAGCCAACCAAGCGTGCAGCGCAGATCATCGGCGCTAGCGAGACCTCTTTGAAGGCGGCGCCGTCGCGGAGAGAGAGAAGCAGGATATGGCCGGACGCGCTGCGAGATGCTGCTGACGCGCGGACCATTTGCCCGTCAAGCAGATGTCCAGACACCGTGAGGCCTCCATCGTTCGAAGCTGCGAGGGTGCGTACGCAGCGTGGCCGGAAGGAAGCAGAACGGATCTCCAGCGGCAGCTCCCGCGTTGACGTAGCTGGGCGCGGGCGGCGGCGTATGCATGGCATCAAGCGTGGGAGTGCGCCGAAGGTCGCTTGCGCGGAGCATGCGAGTCTCGATTGTGTACTCGAGAGTGCAGATGCATGCCTGCAACTGGAGAGCAAGCGCGCTCAGCCGCGGCCTTCGGCCGAGAAGCGAGAAGGAGAAGATTTTCTTTGGCGCGGAAGCGGAGCAAGCACGTCTTTGACGTCGAGTTGGTTGCTATACAGCAGACTCTGTACGCTTAGCACGAGTCGCGGTGCACCTGCCAGCAGCTCAGCTGATGGTCGCGACTGCCGAGATGCCAGCCGCTGCTCTTCCTCGCGCGGTTCTCTCCAACCTCTCGGTCGGCATCGTTGGCGCAGGGATCGGCGGACTGGCAACAGCGGTCGGTCTCGCCGGGCGAGGCTTCAAGCGAGTGACCGTCTACGAATCAGCACCCGAAGTTGGCGAGGTCGGAGCAGGAATCCAAGTCGCGCCCAACTTTTGCCGCGTGCTGTCCCACTTTGGCGTCTTTGACCGGCTAAAGGCGCAGGCAGTCCGACTCGAAGGCGCAAACGTGCGGCGATACAGCGACAACGAAATCATCAACTCGACGTCGTTCGCGAGCCTGGAGAAGGAGTTTGGCGCACCGACCTATGTCGTACATCGGGCGGATCTGCATCAAGCGCTTTTGGACAGGGCACTCGAACTCGGCGCCACTCTCCAAACCAACGCACACGTCGAGAATGTCGACTTTGACAAGACGCTGCTCAAGCTGCGCGGTCAGCCCGCGCTCTCGCACGACCTCATCATCGCCGCAGACGGAATCAAGTCGGGCATTCGCTCGCAGATGATGGCGCGGAGAGGCGAAGTCGACGAGACGATCCCAACCGGCGAGGCAGCTTACCGCGTCATCTTGCCGCGGTCCGACATGGAGCAGGATCCGGAACTGAAAGCACTAATCGATGCACCTATCGCGACCCGCTGGATCGGTCCCGATGCGCATGTCGTCGCGTACCCGATCAAGGCACAGAACGCCTTCAACATCGTCACGACTCACATCAGCAACACCGTCGGCTTGACCGAGGACTGGACGGCTCGCGCTTCGAAAGACATCATGCTGAAGCGGTTCGAGGGCTGGACCGAGACGCTCCTCAAGTGCTTGCGGCTAGCCCCGCCGGGCGAACTCGTCGAATGGGCTTTGCGGATCCACCTCCCCCTCACCGGCTGGATCGACGGCAACACGGTCCTCCTCGCCGACGCCGCTCACGCCACCTTGCCGCACATCGCTCAGGGCGCCGCCCAAGCCGGTGAGGACGCCGCCGTCCTCAGCACGCTCTTGGCCAAGTGCCAGACCAAGGAGGAGGTGCCGGCTGCGTTGCGGATGTATGAGAAGCTGCGCAAACCGAGGGCGGACTGGGCTGTCGAGATGGCTCGCATCACGGGCGAGAACCTTCACATGGCGGACGGTGCTGCTCAAAAGGCGCGCGACGAGGCACTCAAGCGAGCGGCGGCGGGTGGCAAGTCGCCCGACCGCTGGGGCGACAAGGAGACGCAGCGCCGCCTCTACGGCCTCGACGTCGTCAAGCAGGCCGACCAGGAATACGCCCGCCTCTAAATCTCCTCTTTAACCCTTGACCCTCCTCTTTAGATACTACAGGTTTCCGTGTTTCGTATAGATTCTCAACGAATCGGTTGTTGTCCGGCAATTAGTCCCGCATGGAGATTCCTCTCTCCGTTCTCTTTTCTCCTGCATTTGCATATCCATCTCACTGTCTTAAAAAAAAA

	Rg6421
	CGTAGCTAACAACTCAGAGACCGAGTCTGACAAGCTGCAGCTCTTCCTGTCCGAGCATCGGACCGGTCTCTGCTAGCTCTGAAGAACTCCACTGCGCGATCGATCGCACACGGAGACCCGCTCGGCTGTCATCATCATCGAGCGAATCCTTCTCGACAGCCACAGCTGAGCTCCGAAGCGAACACGAACCGGCAATATGAGCAAAGCGACCCGATCAGATACCACCCAGGCGGATGACCGCACGGCGCTCGTAGTCGGCGCCGGGCTGGTCGGGACCCTGTGTGCTGCCATGCTCGCCTCTCGAGGCTGGACCGTCACCCTGATCGAGTACCGCGCCGACCCTCGTCTCGGCACGCACGCCGAACGCGCCAGGTCCATCAACCTCGCCTTGTCGCCCCGAGGGATCGAGGCGATCCGGAGTGTGAGCGAAGAACTCGTCGAACGGGTCCTCAAGGAAGGGATTGAGATGAGGGGGAGGATGGTCCACAAGAAGGCCAAGAGGGAGGGCGAACCGGTCGAGAAGGACGGGCAGGACTATGGCAATTACGACGAGGGGGAATGCATCCGCTCGACGTCGAGGACTGGACTCGGGATCCAGTTGCTCGATCACTTGGACGGGTTGCCGAAACAAGGGAGGGGGAGCGTCACGACCCTCTTCGAGACGAAACTCGTCGAGATGGACTTGCGCAAGGACCACGGGGTCGACGTCGTCCTGCAGAAGAAGGGTCGGGACGGCGAGAAAGGGCACTTTGACTTTGTTGTCGGAGGTGACGGCGCGTACAGTCAAGTCCGGCAGCAGATGATGCGGGGATCTCGACTCCGCTTCGACTTTCGACAGTACTTCGCCAAGCACTCGTACCTCGAGCTGTCCATCCCGGCTGGTCCAAACAACACGTTCCTGCTCGAGCCGAATTACCTGCACATCTGGCCGCGCGGCGAGTTCATGCTGATCGCGCTGGCAAACCTGGACAAGTCCTTCACGTTGACCCTCTTTGCGCACGACTCGACCTTTTCGTCGATCGATGCTCAACTCGCATCGTCCGACTCGTCCAAGTCGAACGGATCGAATCCGGTTGTCGAGCTGTTCCGAAAAGAGTTCCCGGACGCGCTCGAACACATGGGCGAGGAAGCACTCTTGCGGAGCTGGAAGGAGAACCCGAAGGATGGGTTGATCACCGTCGAGTGCTCGCCGTACCACTACCAAGACAAGGTCTTGCTCATCGGCGACGCCGCCCACGGCATGGTCCCCTTCTACGGTCAAGGCATGAACTGCGGCTTCGAGGACGTCCGCGTCCTGTCGTCGATGCTCGACCACTTTGGCGCCTCGCCGTCGTCTTTGGTGCCGTCACCTTTGCCCTACTCGGAGGTGACGCCGCCGCTTCCGGTACCCATGGACCCGTTATCGAAGGAGCCGTTGGTGGGCAAGACCCCGCTCGCGCAGGCCCTCGCGGCCTACACGACGATCCGGGCGCCGTCTCTCTCGGCTATCCAGCAGCTCGCCCAGAGGAATTATACCGAGATGGCGTCTTCAGTTCTCTCGCCGCTGTACCTCCTCCGAAGAGGGCTCGACTCGCTCTTGTCTTCCCTCTCGACGCTGCCGCCGTTTGCGATCCCGCGGGATCAGGACCCGACCAAGGACCGCGGCGGTCGATGGGAGAGCCTGTACCGGATGGTGACGTTCCGGCCTGGACTCGCGTACGAGGAAGTGATCCGGAGGAGCGAGTGGCAGCAGCGGGTGCTGCGGCGAGCGGTGCAGGCCATCGGAGGAGCCGTTTTCGTTGGAATGGCGGTCGGCGTTGGACTCAAGTACGCGGGGCGGTATCGTCTAGTCAAAGTAGCATAGCCATCCCCCTGAATGTAACGACTCGTTGCACTAAAAAAAAAAAAAA

	Rg2726
	CCCAACCGCCCCAGCTTGGTGAAGCTCGAGCTCATCCTCGCTACAGGGCAACAAGAGGGCAAGTCGAGTCTCCAGCCGCAGCGTGAGGTCTTGCGCGGATCTGCGCCGGGCGTCGGTCCTTTCCCGATTCTCGCACCTTCGCGTTTCTCGCCGGCTCCCGCTTGCTCGCCTCGCTGTCCCGACACGCTGACGATCCCTCCCAGACTCGGACTTGAGCTTGCTTACAAGGTCAGCCTACGTCGCTGCGACGGATGGCGCCCCGCATGCTTGCGTTTGCGCGCTCGGCTCATCAGCCATATGCCTTGGCAAAGACGTGACTTGATTCCGTGGCTGTCTCCTCTCATTCGCTGCTTGCTTTGGACTCGCGAGTAAAGCACGGATGCAGCTGCTCAACCTCTGCCCGCCCTTCTTGCGCCGAGGAGTGAAGAAGAAGAGCTCTACGCCGAAAAGTCACCGCACTCCCGCTCAACCGACAGCGACGAGTTCTACCTCGGACGCGGCGAGTCCTGTAAACTCGCCACGAGATTCGCATGAACGACTGGTCAAGGGCAAGCCTCCACAGAAGGAAACCCGAGTCAAGTCTGGAACGTCAGGAGGGAAACTGGTTCGCCTGCCACCGAGCGAGTATACGGAGCCACCATCGCAAGTGTTCCCTTGCGCCCCTTGCGCAGAAAGCCTTGGCGACGGCGATACGTTTGCATTCGACGACCTCGCTCGCAACGAAAATCTGCGGGTCGTAATCGTAGGAACGGGATTCGCCGGATTGGCGGCCGCTATCGCCTGCGCTCGACAAGGGTTCTCCGTCACAGTGTGCGAGCGGTCTGCCGGCATCTCGCCGCATGGCGACTCGATCCTCTTCGGAGCAAACGCCAGTCGGATCTTTTACCGGTGGGGCATTGGAGGAGACCTGTATCGGAGGGGAGGGAGTAGAGGGGGACGGTGGATCTTTCAGGATGAAAAGGGCAAGATAGTTGAGCAGGTTCAGATCGGTAACATGATCGATCAACACGGCGCGCCGATTCTGCAAGGTCGACGGTCAACTTTTCTCGGCTCGCTCGGTACCGAGGCTCGCCTGCTCGGAGTCACGATTCGACTCGCAAGCGAAGTCGTCAAATACTGGGACTCGAACGAAGAGCCGGCGGTGGTCTTGCGAGGGGGAGAGACTTTGCGAGCGGATGTCGTCATTGTGGCGGATGGTGTGCACTCTCCGGCGCGCTGGCTACTCACGCCGCACGCTCGCAAGGCCGCCGAAAAAATCCCTTCTGGCTATTCGGTTCATCGTTCCGCCATCTCGGCGGAAAAGCTCAAGGCTGATAGCCGCTGTTCGCATCTGCTCGACGGGACCATACGCACCTGGCTCGGCCCCGATGCACACGCTTGTACATATCCACTCGACAACGGCAACGGTCTTGCCTTTACCTACACGCACCGCGATGACGGAAGCCTCGCCTCGCTCGACTGGCGCGACAAGAAGCCGATCGCAGGCATGCTCAAGGAACTGCAAGGATGGGACCCCGTCCTCTTGGCTGCCCTCTCGCACTTTCCGAGCTCGCTGCATTGGACTATCGTTGACGAGAAGCCGGAGGAGGAATGGATCAGCGCTGGAGGGCGAATCTGCTTCGTCGGCGACTCTGTCCACCCTATGATGCCGACAGCTTTCCAAGGTGGCTCACAAGCGATTGAAGATGCAGCAGCGATAGCTCTTTGCTTGGCTCTCACTGGTGGACGTCCCGATGGTGTGCCGTTAGCACTCGAGACGTACGAAGCGCTGCGACGACCGCGCATCAAAGAGGCACAGGCGCTGGGAAAATTGCAACAAGATCTGTGGCATCAGTATCTCCCACCGCCCGCCGCTCGCCGCCGCAGGCTTTCCCGCTCGTCGGATTCTTCAACAAATGCGCCCGGTCCAAGTCGACCCTCACTTTGCCCGCTTACCTTCGCCCTGTACGACTACGACGTGGAGAACTATGTTCTCGAGCACTTCGAGACGTTTGCGCGCGCGATCGATCCCGACTTTGTGCTCAAGACGAGCTGGCGGGAGGATGCGGCTCGCAAAGCCAACATCGCGCTCGACGTGAGGCGGGCTTCCTGGGCCGACTCGATCGAAAGGGAGGGGATGAAAGTTGATGAGGTCGGATGACGGTCGCTGTTTAGATCTCAAGGAGTCCGACAGATGACCGGACTCGTTGAAATCGCAAAACTTGAAACGTGAA



	Primers

	Name
	Sequence

	R24_SEVA182
	AGCGGATAACAATTTCACACAGGA

	F24_SEVA182
	CGCCAGGGTTTTCCCAGTCACGAC

	rhaB_expression module_Fwd
	GGCGCTTTTTAGACTGGTCG

	rha S middle F
	GGACGGGATGGCTTTCTGCAATAA



	Transcription units

	Plasmid
	Characteristics
	Strain
	Used for

	Lv1 Rg3610short
	KmR, pBBR1, Lv1 pSEVA23g19g1 vector, pJ23100, RBS T7 from pET28, Rg3610short gene, and T7 terminator from pET28
	DH5α
	In vivo assay

	Lv1 Rg3610long
	KmR, pBBR1, Lv1 pSEVA23g19g1 vector, pJ23100, RBS T7 from pET28, Rg3610long gene, and T7 terminator from pET28
	DH5α
	In vivo assay

	Lv1 Rg7441
	KmR, pBBR1, Lv1 pSEVA23g19g1 vector, pJ23100, RBS T7 from pET28, Rg7441 gene, and T7 terminator from pET28
	DH5α
	In vivo assay

	Lv1 Rg6421
	KmR, pBBR1, Lv1 pSEVA23g19g1 vector, pJ23100, RBS T7 from pET28, Rg6421 gene, and T7 terminator from pET28
	DH5α
	In vivo assay

	Lv1 Rg2726
	KmR, pBBR1, Lv1 pSEVA23g19g1 vector, pJ23100, RBS T7 from pET28, Rg2726 gene, and T7 terminator from pET28
	DH5α
	In vivo assay

	Lv1 N-His-Rg3610short
	KmR, pBBR1, Lv1 pSEVA23g19g1 vector containing RhaS gene, RhaBAD promotor, RBS T7 from pET28, Rg3610short gene fussion with N-terminal His tag, and T7 terminator from pET28
	DH5α
	Overexpression analysis

	Lv1 N-His-Rg3610long
	KmR, pBBR1, Lv1 pSEVA23g19g1 vector containing RhaS gene, RhaBAD promotor, RBS T7 from pET28, Rg3610long gene fussion with N-terminal His tag, and T7 terminator from pET28
	DH5α
	Overexpression analysis

	Lv1 N-His-Rg7441
	KmR, pBBR1, Lv1 pSEVA23g19g1 vector containing RhaS gene, RhaBAD promotor, RBS T7 from pET28, Rg7441 gene fussion with N-terminal His tag, and T7 terminator from pET28
	DH5α
	Overexpression analysis

	Lv1 N-His-Rg6421
	KmR, pBBR1, Lv1 pSEVA23g19g1 vector containing RhaS gene, RhaBAD promotor, RBS T7 from pET28, Rg6421 gene fussion with N-terminal His tag, and T7 terminator from pET28
	DH5α
	Overexpression analysis

	Lv1 N-His-Rg2726
	KmR, pBBR1, Lv1 pSEVA23g19g1 vector containing RhaS gene, RhaBAD promotor, RBS T7 from pET28, Rg2726 gene fussion with N-terminal His tag, and T7 terminator from pET28
	DH5α
	Overexpression analysis

	Lv1 N-His-Rg3610long_BL21
	KmR, pBBR1, Lv1 pSEVA23g19g1 vector containing RhaS gene, RhaBAD promotor, RBS T7 from pET28, Rg3610long gene fussion with N-terminal His tag, and T7 terminator from pET28
	BL21 (DE3)
	Biochemical characterization and substrate specificity

	Lv1 N-His-Bm_GDH
	KmR, pBBR1, Lv1 pSEVA23g19g1 vector containing RhaS gene, RhaBAD promotor, RBS T7 from pET28, Bm_GDH gene fussion with N-terminal His tag, and T7 terminator from pET28
	BL21 (DE3)
	Regeneration system


[bookmark: _Toc107332307]Figure S1. Nucleotide sequences encoding the amino acids fdeE - line 1, and Rg3610long (RgF8H) - line 2. Rg6421, Rg2726. Highly conserved FAD and GD motifs were highlighted in boxes using red and blue underscores, respectively.
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[bookmark: _Toc107332308]Figure S2. LC-MS analysis of naringenin hydroxylation by RgF8H. (A) Mass spectrum of naringenin, (B) 8-hydroxynaringenin.    
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[bookmark: _Toc107332309]Figure S3. LC-MS analysis of eriodictyol hydroxylation by RgF8H. (A) Mass spectrum of eriodictyol, (B) 8-hydroxyeriodictyol.    
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[bookmark: _Toc107332310]Figure S4. LC-MS analysis of pinocembrin hydroxylation by RgF8H. (A) Mass spectrum of pinocembrin, (B) 8-hydroxypinocembrin.  
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[bookmark: _Toc107332311]Figure S5. LC-MS analysis of hesperetin hydroxylation by RgF8H. (A) Mass spectrum of hesperetin, (B) 8-hydroxyhesperetin.    
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[bookmark: _Toc107332312]Figure S6. LC-MS analysis of luteolin hydroxylation by RgF8H. (A) Mass spectrum of luteolin (B) 8-hydroxyluteolin. 
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[bookmark: _Toc107332313]Figure S7. LC-MS analysis of apigenin hydroxylation by RgF8H. (A) Mass spectrum of apigenin, (B) 8-hydroxyapigenin.
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[bookmark: _Toc107332314]Figure S8. LC-MS analysis of chrysin hydroxylation by RgF8H. (A) Mass spectrum of chrysin, (B) 8-hydroxychrysin.
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[bookmark: _Toc107332315]Figure S9. LC-MS analysis of diosmetin hydroxylation by RgF8H. (A) Mass spectrum of diosmetin, (B) 8-hydroxydiosmetin. 
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[bookmark: _GoBack]Figure S10. LC-MS analysis of 7,4’-dihydroxyflavone hydroxylation by RgF8H. (A) Mass spectrum of 7,4’-dihydroxyflavone, (B) 7,8,4’-trihydroxyflavone.
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