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Table S1. List of primers used in this study.
	Name
	Sequencea

	△phaCAB-F
	GTGATCGCCATCATCAGCGCC

	△phaCAB-R
	CGTAGAGCCTACGGTTCGGATAC

	phaC1-upstream-F
	CGAGCTCGTGATCGCCATCATCAGCGCC

	phaC1-upstream-R
	CAGGCCGGCAGGGATTTGATTGTCTCTCTGCCGTCACTATT

	phaB1-downstream-F
	GACAATCAAATCCCTGCCGGCCTGGTTCAAC

	phaB1-downstream-R
	TGCTCTAGACGTAGAGCCTACGGTTCGGATAC

	pBAD-insert-F
	AAATGTACATTATGACAACTTGACGGCTACATCAT

	pBAD-insert-R
	AAAGAGCTCTCCTTCTTAAAAGATCTTTTGAATTCCCAA

	FjTAL-F
	AAAGATCTTTTAAGAAGGAGAGCTCATGAATACCATTAATGAGTACCTGAGC

	FjTAL-R
	CGAGGTCGACGGTATCGATAAGCTTTCAGTTATTGATCAGGTGGTCCTTC

	VvSTS-F
	TTCAAAAGATCTTTTAAGAAGGAGAGCTCATGGCCTCGGTGGAAGAAATC

	VvSTS-R
	CCCCTCGAGGTCGACGGTATCGATAAGCTTTCAGTTGGTCACCATCGGGAT

	STS-TAL-F
	AGGAGAGCTCCACCGCGGTGGCGGCCGCTCTAGAACTAGTATGGCCTCG
GTGGAAGAAATCCG

	STS-TAL-R
	CGGGCCCCCCCTCGAGGTCGACGGTATCGATAAGCTTTCAGTTATTGAT
CAGGTGGTCCTTC

	STS-TAL-4CL-F
	CTAGACTAGTATGGCCTCGGTGGAAGAAATCCGC

	STS-TAL-4CL-R
	CCCAAGCTTTCACAGGCCGTTCGCCAGCTTC

	STS-TAL-4CL-ACC1-F
	CGGCCTGTGAACAACCAAAGGAGGACAACCGTGTCAGTCGAGACTAGGAAGATCACCAAG

	STS-TAL-4CL-ACC1-R
	CCCAAGCTTTTACTTGATCTCGAGGAGAACAACGCCC

	STS-TAL-4CL-ACC2-F
	AAGGGCGTTGTTCTCCTCGAGATCAAGTAAACAACCAAAGGAGGACAACCATGACCATTTCCTCACCTTTGATTGACGT

	STS-TAL-4CL-ACC2-R
	AAGGGCGTTGTTCTCCTCGAGATCAAGTAAACAACCAAAGGAGGACAACCATGACCATTTCCTCACCTTTGATTGACGT

	STS-TAL-4CL-ACC2-STS-F
	CGACTGAGCCTTTCGTTTTATTTGGGTACCTTACAGTGGCATGTTGCCGTGCTTG

	STS-TAL-4CL-ACC2-STS-F
	GCTCGCAAGCACGGCAACATGCCACTGTAAACAACCAAAGGAGGACAACCATGGCCTCGGTGGAAGAAATC

	STS-TAL-4CL-ACC2-STS-R
	CCCAGTCTTTCGACTGAGCCTTTCGTTTTATTTGGGGTACCTCAGTTGGTCACCATCGGGAT



aRestriction sites are underlined

Table S2. List of the gene sequences of VvSTS, FjTAL, At4CL and CgACC used for the construction of recombinant plasmids.
	Name
	Sequencea

	VvSTS
	ATGGCCTCGGTGGAAGAAATCCGCAACGCCCAACGCGCGAAAGGCCCGGCGACGATTCTGGCCATTGGCACCGCCACCCCGGACCACTGCGTGTATCAATCGGACTATGCCGACTATTATTTCCGCGTGACCAAATCGGAGCACATGAGCGAACTGAAGAAGAAGTTCAACCGCATCTGCGACAAGTCGATGATTAAGAAGCGCTATATCCATCTGACCGAAGAAATGCTGGAAGAACACCCGAACATCGGCGCGTATATGGCGCCGTCGCTGAACATCCGCCAGGAAATCATCACCGCCGAAGTGCCGAAGCTGGGCAAGGAAGCCGCCCTGAAGGCCCTGAAGGAATGGGGCCAGCCGAAGTCGAAGATCACCCATCTGGTGTTCTGCACCGCCAGCGGCGTGGAAATGCCGGGCGCGGACTATAAACTGGCCAACCTGCTGGGCCTGGAAACCTCGGTGCGCCGCGTGATGCTGTATCATCAAGGCTGCTATGCCGGCGGCACCGTGCTGCGTACCGCGAAGGACCTGGCCGAAAACAACGCCGGCGCGCGCGTGCTGGTGGTGTGCTCGGAAATCACCGTGGTGACCTTCCGTGGTCCGTCGGAAGACGCCCTGGACTCGCTGGTGGGTCAAGCCCTGTTCGGCGACGGCTCGGCGGCCGTGATTGTGGGCTCGGACCCGGACGTGTCGATTGAACGTCCGCTGTTCCAACTGGTGTCGGCGGCCCAAACCTTCATCCCGAACTCGGCGGGCGCGATTGCCGGTAACCTGCGTGAAGTGGGCCTGACCTTCCATCTGTGGCCGAACGTGCCGACCCTGATTTCGGAAAACGTGGAAAAGTGCCTGACGCAGGCGTTCGACCCGCTGGGCATTTCGGACTGGAACTCGCTGTTCTGGATTGCCCATCCGGGTGGCCCGGCCATTCTGGACGCCGTGGAAGCCAAACTGAACCTGGACAAAAAGAAACTGGAAGCCACCCGCCATGTGCTGTCGGAATATGGCAATATGTCGTCGGCCTGCGTGCTGTTCATCCTGGACGAAATGCGCAAAAAGTCGCATAAGGGCGAAAAGGCCACCACCGGGGAAGGTCTGGATTGGGGCGTGCTGTTCGGCTTCGGCCCCGGCCTGACCATCGAAACCGTGGTGCTGCATTCGATCCCGATGGTGACCAACTGA

	FjTAL
	ATGAATACCATTAATGAGTACCTGAGCCTGGAGGAGTTCGAGGCGATCATCTTCGGCAACCAGAAGGTGACGATCAGCGACGTGGTGGTGAACCGCGTGAATGAGTCGTTCAATTTCCTGAAGGAGTTCAGCGGCAACAAGGTGATTTACGGCGTGAATACCGGCTTCGGCCCGATGGCCCAGTACCGCATTAAAGAGTCGGACCAGATTCAGCTCCAGTACAATCTGATTCGCTCGCATTCGAGCGGCACCGGCAAACCGCTGAGCCCGGTGTGCGCCAAAGCCGCGATCCTGGCCCGCCTGAATACCCTGAGCCTGGGTAATTCGGGCGTGCATCCGTCGGTCATCAACCTGATGTCGGAGCTGATCAACAAGGATATCACGCCGCTGATTTTCGAGCATGGCGGTGTGGGCGCGTCGGGCGATCTGGTGCAGCTGTCGCATCTGGCCCTGGTGCTGATTGGCGAGGGTGAGGTGTTTTACAAGGGCGAGCGCCGTCCGACCCCGGAGGTGTTCGAGATCGAGGGTCTGAAGCCGATTCAGGTGGAGATCCGCGAGGGCCTGGCGCTGATCAATGGCACCAGCGTCATGACCGGCATTGGCGTGGTGAATGTGTACCACGCGAAGAAGCTGCTGGATTGGAGCCTGAAGTCGAGCTGCGCGATCAACGAGCTGGTGCAGGCGTACGATGACCATTTTAGCGCCGAGCTGAACCAGACCAAGCGCCATAAGGGCCAGCAGGAGATCGCCCTGAAGATGCGCCAGAACCTGTCGGATTCGACCCTGATCCGCAAGCGCGAGGATCATCTGTACAGCGGCGAGAATACCGAGGAAATCTTCAAGGAGAAGGTGCAGGAGTACTACTCGCTGCGCTGCGTGCCGCAGATCCTCGGCCCGGTGCTGGAGACCATCAATAACGTGGCCTCGATCCTGGAGGACGAGTTCAATTCGGCCAATGACAACCCGATCATCGACGTGAAGAATCAGCATGTGTATCACGGCGGCAACTTCCACGGCGATTACATCTCGCTGGAGATGGACAAGCTGAAGATCGTGATCACCAAGCTGACCATGCTGGCCGAGCGCCAGCTGAATTACCTGCTGAATAGCAAGATCAATGAGCTGCTGCCGCCGTTCGTGAATCTGGGCACCCTGGGCTTCAACTTCGGCATGCAGGGCGTGCAGTTCACCGCCACCTCGACCACCGCCGAGTCGCAGATGCTGTCGAACCCGATGTACGTGCACTCGATCCCGAACAATAACGACAATCAGGACATCGTGTCGATGGGCACCAACAGCGCCGTGATCACCAGCAAGGTCATCGAGAACGCCTTCGAAGTGCTGGCCATCGAGATGATCACCATCGTGCAGGCCATCGACTACCTGGGCCAGAAGGATAAGATCAGCAGCGTGTCGAAGAAGTGGTACGACGAGATCCGCAATATCATCCCGACCTTTAAGGAGGATCAGGTGATGTACCCGTTCGTGCAGAAGGTGAAGGACCACCTGATCAATAACTGA 

	At4CL
	ATGGCCCCGCAGGAACAGGCGGTGAGCCAGGTCATGGAAAAGCAGTCGAACAATAACAATAGCGACGTCATCTTCCGCAGCAAGCTGCCGGACATCTATATCCCGAACCACCTGAGCCTGCACGACTACATCTTCCAGAACATCAGCGAGTTCGCGACGAAGCCGTGCCTGATCAACGGCCCGACGGGGCATGTGTACACGTACAGCGACGTCCATGTGATCAGCCGCCAGATCGCGGCGAACTTCCATAAGCTGGGCGTCAACCAGAACGACGTGGTCATGCTGCTGCTGCCGAATTGCCCGGAATTTGTGCTGAGCTTCCTGGCGGCCAGCTTCCGCGGGGCGACGGCGACCGCGGCGAACCCGTTCTTCACGCCGGCGGAAATCGCGAAGCAGGCGAAGGCGAGCAACACGAAGCTGATCATCACCGAAGCCCGCTACGTGGACAAGATCAAGCCGCTCCAGAACGACGACGGCGTCGTGATCGTCTGCATCGATGACAACGAAAGCGTGCCGATCCCGGAAGGCTGCCTGCGGTTCACGGAACTGACGCAGAGCACCACGGAAGCGAGCGAAGTCATCGATAGCGTGGAAATCAGCCCGGATGACGTCGTGGCGCTGCCGTACAGCAGCGGCACGACGGGCCTGCCGAAAGGCGTCATGCTGACGCACAAGGGCCTGGTCACGAGCGTCGCGCAGCAGGTCGATGGCGAGAACCCGAACCTGTACTTCCACAGCGACGATGTGATCCTGTGCGTGCTGCCGATGTTCCACATCTACGCGCTGAACTCGATCATGCTGTGCGGCCTGCGTGTCGGCGCGGCCATCCTGATCATGCCGAAATTCGAGATCAACCTGCTGCTGGAACTGATCCAACGGTGCAAGGTGACGGTGGCCCCGATGGTCCCACCAATTGTCTTGGCGATTGCGAAGAGTAGCGAGACAGAAAAGTATGATTTGAGCAGCATTCGTGTCGTGAAAAGCGGCGCGGCACCACTGGGTAAAGAACTGGAAGATGCGGTGAACGCGAAGTTCCCGAACGCGAAGCTGGGCCAAGGCTATGGCATGACCGAGGCCGGCCCGGTCCTGGCGATGAGCCTGGGCTTCGCGAAAGAACCGTTCCCGGTCAAGAGCGGCGCGTGCGGCACGGTCGTCCGCAACGCGGAGATGAAAATCGTCGATCCGGACACGGGCGACAGCCTGAGCCGCAACCAACCGGGCGAAATCTGCATCCGCGGCCACCAAATCATGAAGGGCTATCTGAACAACCCGGCGGCCACCGCCGAGACCATCGACAAAGACGGCTGGCTGCACACGGGCGACATCGGCCTGATCGACGACGACGACGAACTGTTCATCGTGGACCGCCTGAAGGAACTGATCAAGTACAAGGGCTTCCAAGTGGCCCCAGCCGAGCTGGAGGCGCTGCTGATCGGTCACCCGGACATCACCGACGTGGCGGTGGTCGCCATGAAAGAGGAGGCCGCGGGCGAGGTCCCGGTGGCGTTCGTGGTGAAATCGAAAGACAGCGAGCTGTCGGAAGACGACGTGAAGCAATTCGTGAGCAAGCAAGTGGTGTTCTACAAACGTATCAACAAAGTGTTCTTCACCGAGAGCATCCCAAAAGCGCCGAGCGGCAAAATCCTGCGTAAAGACCTGCGTGCGAAGCTGGCGAACGGCCTGTGA

	CgACC
	[bookmark: _GoBack]GTGTCAGTCGAGACTAGGAAGATCACCAAGGTTCTTGTCGCTAACCGTGGTGAGATTGCAATCCGCGTGTTCCGTGCAGCTCGAGATGAAGGCATCGGATCTGTCGCCGTCTACGCAGAGCCAGATGCAGATGCACCATTCGTGTCATATGCAGACGAGGCTTTTGCCCTCGGTGGCCAAACATCCGCTGAGTCCTACCTTGTCATTGACAAGATCATCGATGCGGCCCGCAAGTCCGGCGCCGACGCCATCCACCCCGGCTACGGCTTCCTCGCAGAAAACGCTGACTTCGCAGAAGCAGTCATCAACGAAGGCCTGATCTGGATTGGACCTTCACCTGAGTCCATCCGCTCCCTCGGCGACAAGGTCACCGCTCGCCACATCGCAGATACCGCCAAGGCTCCAATGGCTCCTGGCACCAAGGAACCAGTAAAAGACGCAGCAGAAGTTGTGGCTTTCGCTGAAGAATTCGGTCTCCCAATCGCCATCAAGGCAGCTTTCGGTGGCGGCGGACGTGGCATGAAGGTTGCCTACAAGATGGAAGAAGTCGCTGACCTCTTCGAGTCCGCAACCCGTGAAGCAACCGCAGCGTTCGGCCGCGGCGAGTGCTTCGTGGAGCGCTACCTGGACAAGGCACGCCACGTTGAGGCTCAGGTCATCGCCGATAAGCACGGCAACGTTGTTGTCGCCGGAACCCGTGACTGCTCCCTGCAGCGCCGTTTCCAGAAGCTCGTCGAAGAAGCACCAGCACCATTCCTCACCGATGACCAGCGCGAGCGTCTCCACTCCTCCGCGAAGGCTATCTGTAAGGAAGCTGGCTACTACGGTGCAGGCACCGTTGAGTACCTCGTTGGCTCCGACGGCCTGATCTCCTTCCTCGAGGTCAACACCCGCCTCCAGGTGGAACACCCAGTCACCGAAGAGACCACCGGCATCGACCTGGTCCGCGAAATGTTCCGCATCGCAGAAGGCCACGAGCTCTCCATCAAGGAAGATCCAGCTCCACGCGGCCACGCATTCGAGTTCCGCATCAACGGCGAAGACGCTGGCTCCAACTTCATGCCTGCACCAGGCAAGATCACCAGCTACCGCGAGCCACAGGGCCCAGGCGTCCGCATGGACTCCGGTGTCGTTGAAGGTTCCGAAATCTCCGGACAGTTCGACTCCATGCTGGCAAAGCTGATCGTTTGGGGCGACACCCGCGAGCAGGCTCTCCAGCGCTCCCGCCGTGCACTTGCAGAGTACGTTGTCGAGGGCATGCCAACCGTTATCCCATTCCACCAGCACATCGTGGAAAACCCAGCATTCGTGGGCAACGACGAAGGCTTCGAGATCTACACCAAGTGGATCGAAGAGGTTTGGGATAACCCAATCGCACCTTACGTTGACGCTTCCGAGCTCGACGAAGATGAGGACAAGACCCCAGCACAGAAGGTTGTTGTGGAGATCAACGGCCGTCGCGTTGAGGTTGCACTCCCAGGCGATCTGGCACTCGGTGGCACCGCTGGTCCTAAGAAGAAGGCCAAGAAGCGTCGCGCAGGTGGTGCAAAGGCTGGCGTATCCGGCGATGCAGTGGCAGCTCCAATGCAGGGCACTGTCATCAAGGTCAACGTCGAAGAAGGCGCTGAAGTCAACGAAGGCGACACCGTTGTTGTCCTCGAGGCTATGAAGATGGAAAACCCTGTGAAGGCTCATAAGTCCGGAACCGTAACCGGCCTTACTGTCGCTGCAGGCGAGGGTGTCAACAAGGGCGTTGTTCTCCTCGAGATCAAGTAA(ACC1)ACAACCAAAGGAGGACAACC(RBS)ATGACCATTTCCTCACCTTTGATTGACGTCGCCAACCTTCCAGACATCAACACCACTGCCGGCAAGATCGCCGACCTTAAGGCTCGCCGCGCGGAAGCCCATTTCCCCATGGGTGAAAAGGCAGTAGAGAAGGTCCACGCTGCTGGACGCCTCACTGCCCGTGAGCGCTTGGATTACTTACTCGATGAGGGCTCCTTCATCGAGACCGATCAGCTGGCTCGCCACCGCACCACCGCTTTCGGCCTGGGCGCTAAGCGTCCTGCAACCGACGGCATCGTGACCGGCTGGGGCACCATTGATGGACGCGAAGTCTGCATCTTCTCGCAGGACGGCACCGTATTCGGTGGCGCGCTTGGTGAGGTGTACGGCGAAAAGATGATCAAGATCATGGAGCTGGCAATCGACACCGGCCGCCCATTGATCGGTCTTTACGAAGGCGCTGGCGCTCGTATTCAGGACGGCGCTGTCTCCCTGGACTTCATTTCCCAGACCTTCTACCAAAACATTCAGGCTTCTGGCGTTATCCCACAGATCTCCGTCATCATGGGCGCATGTGCAGGTGGCAACGCTTACGGCCCAGCTCTGACCGACTTCGTGGTCATGGTGGACAAGACCTCCAAGATGTTCGTTACCGGCCCAGACGTGATCAAGACCGTCACCGGCGAGGAAATCACCCAGGAAGAGCTTGGCGGAGCAACCACCCACATGGTGACCGCTGGTAACTCCCACTACACCGCTGCGACCGATGAGGAAGCACTGGATTGGGTACAGGACCTGGTGTCCTTCCTCCCATCCAACAATCGCTCCTACGCACCGATGGAAGACTTCGACGAGGAAGAAGGCGGCGTTGAAGAAAACATCACCGCTGACGATCTGAAGCTCGACGAGATCATCCCAGATTCCGCGACCGTTCCTTACGACGTCCGCGATGTCATCGAATGCCTCACCGACGATGGCGAATACCTGGAAATCCAGGCAGACCGCGCAGAAAACGTTGTTATTGCATTCGGCCGCATCGAAGGCCAGTCCGTTGGCTTTGTTGCCAACCAGCCAACCCAGTTCGCTGGCTGCCTGGACATCGACTCCTCTGAGAAGGCAGCTCGCTTCGTCCGCACCTGCGACGCGTTCAACATCCCAATCGTCATGCTTGTCGACGTCCCCGGCTTCCTCCCAGGCGCAGGCCAGGAGTACGGTGGCATTCTGCGTCGTGGCGCAAAGCTGCTCTACGCATACGGCGAAGCAACCGTTCCAAAGATCACCGTCACCATGCGTAAGGCTTACGGCGGAGCGTACTGCGTGATGGGTTCCAAGGGCTTGGGCTCTGACATCAACCTTGCATGGCCAACCGCACAGATCGCCGTCATGGGCGCTGCTGGCGCAGTTGGATTCATCTACCGCAAGGAGCTCATGGCAGCTGATGCCAAGGGCCTCGATACCGTAGCTCTGGCTAAGTCCTTCGAGCGCGAGTATGAAGACCACATGCTCAACCCGTACCACGCTGCAGAACGTGGCCTGATCGACGCCGTGATCCTGCCAAGCGAAACCCGCGGACAGATTTCCCGCAACCTTCGCCTGCTCAAGCACAAGAACGTCACTCGCCCTGCTCGCAAGCACGGCAACATGCCACTGTAA (ACC2)
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Fig. S1. Inhibitory effect of resveratrol on cell growth of C. necator H16 at various concentrations ranging from 0 to 50 mg/L. Cells were grown in MM medium containing 10 g/L fructose and 1 g/L (NH4)2SO4.
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Fig. S2. The cell growth and PHB accumulation in C. necator H16 wild type (WT), PHB-negative △CAB, and PHB-4 strains during heterotrophic fermentation (10 g/L fructose). (A) Cell growth, (B) fructose consumption, and (C) crotonic acid peak in HPLC chromatograms to confirm the PHB occurrence.






[image: ]
Fig. S3. Catabolism of p-coumaric acid in C. necator H16. RNA-seq samples were prepared after 20 h of aerobic fermentation in a minimal medium containing 10 g/L fructose with or without 1 g/L p-coumaric acid. (A) Profiles of the cell growth and fructose consumption, (B) p-coumarate utilization by C. necator H16. (C) Transcriptomic changes of genes involved in the putative p-coumarate degrading metabolism in C. necator H16. In transcriptomic comparative analysis, the cells grown in the presence of p-coumaric acid (WT+pCA; black circle) was the experimental group while the strain grown in only fructose (WT; grey circle) was the control group (Fold changes > 1.5, p value < 0.05).
image1.png
Time(h)




image2.png
1150

Time(h)

o o o o
............ IR ey | s SN oy | I S Epupupupepnen— |
N\\. \ o o
=2 =2
< & & <
°
B
©
°
c
©
k7
= e e e e
K
o0
g
L2 m
S & =
° = S 2
<
o = < @
o o 4 o
o o © o e © © 8 8% 8 & g g g =g
g 8 22 g 85 2 2 & & % 2 2 3 9
o
o
7 g S
g
T < o~
29 L o~
o0 ~ ~
& J%
[=3
iy .
<
L 0 @ =)
< £ <
£
[ =
Fa 3
T T T T T L} o T T T T T o
wn o wn o wn o ~N o 0 o < ~N o
3] o - - - -
°qo [a'a] (1/6) asoyonuy




image3.png
(o]

0.8
0.7
s I
o 2os
[
@ P
o .
2 g 0.4
g E 03
g g0
S 02
QU
0.1
o T T T
o 12 24 36
Time(h) Time(h)
ED pathway Coumarate degradation pathway
Fructose p-coumarate
P ] !
Fop p-coumaroyl-CoA
m | 3
6P
FL6 4-hydroxybenzoate
pe y 3 poa | B
G‘r’ Protocatechuate
gapa peaG
anA:I Fold change normalized data (log2) p:nNJL .
3- peaH3
3-carboxymuconate
w | 3 . .
ntA peass §
i 0< <10 4-carboxymuconolactone
poom | [ e |, £
Z'PfA 3-ketoadipate enol-lactone]
e v I a2y 3
PEP 3-oxoadipate
pykl (-] peal
' =]
Pyruvate 3-ketoaipyl-CoA
H1
pdrmL = ﬁ::m‘ .
Acetyl-CoA Succinyl-CoA
PHB pathway
phaA pha8 phaC

Acetyl-CoA ——» Acetoacetyl-COA ——» (R)-3HB-COA —> PHB
= — =

48




