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Table S1 Transcript levels of the samples
	[bookmark: _Hlk129792153]Name 
	Symbol
	[bookmark: OLE_LINK39]ΔFLD_D*
	ΔFLD_M**
	GS115_D*
	GS115_M**

	Fba2
	PAS_chr1-1_0319
	36.44
	2411.77
	32.08
	2664.45

	RpiA
	PAS_chr4_0212
	22.04
	302.16
	24.85
	387.97

	Tal2
	PAS_chr2-2_0338
	57.8
	514.5
	58
	531

	Dak
	PAS_chr3_0841
	913.96
	2216.62
	816.5
	2537.27

	Fbp1
	PAS_chr3_0868
	426.31
	2407.09
	670.72
	2518.21


*in glucose media  
[bookmark: OLE_LINK52][bookmark: _Hlk129790188]**in methanol media

Table S2 Prediction of protein localization
	[bookmark: _Hlk129790117]Protein
	C-terminal
	PTS1 Score
	N-terminal
	MitoProt Score

	Idh
	TSNFTEQVIKNL
	-3.212
	MFRQYSRAIRSTPFTRSY
	0.9953

	Mdh
	NIAKGTAFIAGN
	-55.775
	Not predictable
	0.2786

	Fba2
	HAAGTFKSESKL
	3.095
	Not predictable
	0.0622

	Tal2
	VPSLFRRVLSKL
	7.583
	Not predictable
	0.0074

	RpiA
	ITSLSVSVPARL
	8.435
	Not predictable
	0.1287

	Fbp1
	LTKKIKIQSVNL
	-26.614
	not predictable
	0.0841

	Dak
	ITDAYFKSETKL
	-20.743
	Not predictable
	0.072


PTS1 predictor version 1: (http://mendel.imp.ac.at/pts1/); MitoProtII program: (https://bio.tools/MITOPROT_II). Scores greater than 0 typically have a predictable PTS1; MitoProtII scores with a probability greater than 0.5 are more likely to be mitochondrial proteins.
[image: S1]
Figure S1 Analysis of intracellular ROS levels of DF02-1 and DF00 strains in 1% (V/V) methonal at 48h


[image: S2]
Figure S2 Mean fluorescence intensity determined by flow cytometry for DF02-1 and DF00 
[bookmark: _GoBack][image: S3]
Figure S3 Transcript levels of IDH and FBP in DF00 and DF02-1 

[image: S4]
Figure S4 Analysis of strains DF00 and DF02-1 in 3% methanol
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