Thermo-adaptive evolution of Corynebacterium glutamate reveals the regulatory functions of fasR and hrcA in heat tolerance
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Fig. S1.
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Cell growth curves of the bacterial strains acquired from the evolution experiment and wild-type controls at 32℃.

Fig. S2.
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Growth assays of the wild-type and specific point mutant strains based on the pXMJ-19 plasmid (A) or genomic mutagenesis (B), (C) at normal temperature.

[bookmark: _GoBack]Table S1 Primers used for gene disruption and plasmid construction
	Primer names and purpose
	Sequence (5’-3’) a

	Amplification of pXMJ19 backbone
	

	pXMJ19-F-BsaI
	TCAGTGAATTCAGGATAGCTTGGCTGTTTTGGCGGATGAGAGAAG

	pXMJ19-R-BsaI
	TCAGTGGATCCAAAGCAATTCTGTTTCCTGTGTGAAATTGTTATCCG

	Expression of genes on plasmid
	

	rp1D-HindIII-F
	CTCAGAAGCTTCTTTAAGAAGGAGATATACATATGACGAATCTGAAGCTG

	rp1D-BamHI-R
	CTCAGGGATCCTTAGTTCTGCTCCTCCTGTGCC

	cg0892-HindIII-F
	TCAGTAAGCTTCTTTAAGAAGGAGATATACATTTGCCTTGTAGATTGG

	cg0892-KpnI-R
	TCAGTGGTACCTTAGTTCTTGTCGGAGGTTCCTTCAG

	cspB-F
	CACTACTGGTCTCAGCTTCTTTAAGAAGGAGATATACATGTGCCTGTCGGAACAGTGAAGTG

	cspB-R
	CACTACTGGTCTCAATCCTTAAGACTCAAGCTCCTTCGCAACAACGC

	gltA-HindIII-F
	CTCAGAAGCTTCTTTAAGAAGGAGATATACATATGTTTGAAAGGGATATCG

	gltA-BamHI-R
	CTCAGGGATCCTTAGCGCTCCTCGCG

	leuC-F
	CACTACTGGTCTCAGCTTCTTTAAGAAGGAGATATACATATGACCAGCCCCGTGGAGAACAG

	leuC-R
	CACTACTGGTCTCAATCCTTAGATATCTGCAGGTGAGGACAGGGTGCC

	cg2066-F
	CACTACTGGTCTCAGCTTCTTTAAGAAGGAGATATACATATGAACAAGACTGATGAAGCTTTCC

	cg2066-R
	CACTACTGGTCTCAATCCCTATGGTTGATAGCGATTAGCAACAAATAGCAC

	cg2106-F
	CACTACTGGTCTCAGCTTCTTTAAGAAGGAGATATACATATGTCGGATAACAATGATCGTATG

	cg2106-R
	CACTACTGGTCTCAATCCTTAAGCTTCCGGAGTTTCTTTGTGATCC

	hrcA-F
	CACTACTGGTCTCAGCTTCTTTAAGAAGGAGATATACATATGGTGAGTGCAACAGAGAAAC

	hrcA-R
	CACTACTGGTCTCAATCCCTATTCGCCAGCGAGCACAC

	cg2614-F-BsaI
	CACTACTGGTCTCAGCTTCTTTAAGAAGGAGATATACATATGGCGACATCACGTCGAG

	cg2614-R
	CACTACTGGTCTCAATCCTTAGTTTTCGAACACGTCCGTAT

	fasR-F
	CACTACTGGTCTCAGCTTCTTTAAGAAGGAGATATACATATGCCTCGCCGCCGTC

	fasR-R
	CACTACTGGTCTCAATCCCTATCCAGTAGCCACGGAGAAGAGGTAAG

	cg3078-F 
	CACTACTGGTCTCAGCTTCTTTAAGAAGGAGATATACATGTGGGCAAGCAGGAAAAG 

	cg3078-R 
	CACTACTGGTCTCAATCCCTATAACGCCCTGAAAATTACCCCCTGAG 

	dnaK-HindIII-F
	CTCAGAAGCTTCTTTAAGAAGGAGATATACATATGGGACGTGCAGTAG

	dnaK-BamHI-R
	CTCAGGGATCCTTACTTCTTGTCCTCACCATTGTCAGC

	Expression of genes in the genomic DNA
	

	cspB-F-Q
	AGCTCAAGGATCCTTTACCGCGATGCTTGCGGTGTAT

	cspB-R-Q
	AGCTATATCTAGAAAGCCCTTACACCGTCACGTGGT

	gltA-F-BamHI-Q
	ATCGATGGATCCGTGTCGAGTAACAAAAACTGACATGCG

	gltA-R-XbaI-Q
	AGCTAGTCTAGACGTATTTTTTGGTTTCATGCAAAAACGGCCG

	cg2066-F-BamHI-Q
	ATCGATGGATCCTTCTTTCTTAGGGCTTAAGGCTTGAAGC

	cg2066-R-XabI-Q
	AGCTAGTCTAGAAATTACCCCACACACTTAGACACAGCAAAACC

	hrcA-F-BamHI-Q
	ATCTACGGATCCCAACCTGGCGGTGACCGATG

	hrcA-R-XbaI-Q
	ATCGCGTCTAGACGACGCCGAGAATGCCGTAATAGTCACG

	fasR-F-BamHI-Q
	ATCTATGGATCCCGTCCGCGAAATCACCGC

	fasR-R-XbaI-Q
	ATCGAGTCTAGACCCGAATTGGCCGCAGTGGTC

	cg3078-F-BamHI-Q
	ATCATAGGATCCGGAACTGCTGGCAGGCAAC

	cg3078-R-XbaI-Q
	CGACGCTCTAGAGGATCTATTAAGTACATTTAAGAGTACTTCACTTTGAATCGTTGTTCTGG

	Gene knock-out
	

	hrcA-F-W
	AGCTCGGTACCCGGGGATCCTTTGGCATTGCGGATGGTGCGGAAGT

	hrcA-2R-W
	GCGAGCACACGACCAACATAGTATCTACGTTTCTCTGTTG

	hrcA-3F-W
	CAACAGAGAAACGTAGATACTATGTTGGTCGTGTGCTCGC

	hrcA-4R-W
	GCCTGCAGGTCGACTCTAGACATTGGAACCTTGATGCTGGCGTGCA

	fasR-F-W
	AATTCGAGCTCGGTACCCGGGGATCCACGCCCAGGAGCACCTTCTG

	fasR-2R-W
	GCCACGGAGAAGAGGTAAGAGCGCTGCTGTGCCGGACGGC

	fasR-3F-W
	GCCGTCCGGCACAGCAGCGCTCTTACCTCTTCTCCGTGGC

	fasR-4R-W
	TTGCATGCCTGCAGGTCGACTCTAGACGCGGGTCTAGTGCTGTTGC




Table S2 Primers used for qRT-PCR in this study
	Primers
	Sequence (5’-3’) a
	Description

	cg0690-F
	AGCCGCTTGAGGACAAGATC
	For the amplification of the cg0690 gene

	cg0690-R
	GTACTCCACGCCACCGAACT
	

	cg0691-F
	TGGCAAACGCTGTCAAGGTA
	For the amplification of the cg0691 gene

	cg0691-R
	GCAGAGTTGCAGTCGTGGTG
	

	cg0693-F
	TTCCCTCCCAGACTTCCTCC
	For the amplification of the cg0693 gene

	cg0693-R
	GTCATCCATGAACGCCTTGC
	

	cg3011-F
	AAGGCAATGTACGCAGTTGG
	For the amplification of the cg3011 gene

	cg3011-R
	TGGGAGCAGGTCCTTGATGT
	

	cg3100-F
	ACCAGACCCGCAAGTTCGTT
	For the amplification of the cg3100 gene

	cg3100-R
	AGCAGCGTCAGCCTCGTAGA
	

	cg0480-F
	GCAGACAAGCCAGCCACCTA
	For the amplification of the cg0480 gene

	cg0480-R
	AAGGGTTCGAGCAGTTCGTG
	

	cg0802-F
	AGGAACCAGTAAAAGACGCAGCAG
	For the amplification of the cg0802 gene

	cg0802-R
	CGATGACCTGAGCCTCAACG
	

	cg0812-F
	CGACTTCGTGGTCATGGTGG
	For the amplification of the cg0812 gene

	cg0812-R
	CGGTGCGTAGGAGCGATTGT
	

	cg0825-F
	AGGACATCACCATTGAGCGTT
	For the amplification of the cg0825 gene

	cg0825-R
	ACGTGCGAGTCAAGGACAGC
	

	cg0957-F
	TTACCCAACTCAGGACCCAACC
	For the amplification of the cg0957 gene

	cg0957-R
	GCGGCACAGACCAATAAACCAC
	

	cg2743-F
	TGGAAACCCACATCGCACAG
	For the amplification of the cg2743 gene

	cg2743-R
	AAGGGAAACCATCACGCATC
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