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Table S1. Strains and plasmids used in this study
	Strain
	characteristics
	reference

	BS016
	BS168, P43-dxs, P43-fni, P43-dxr, P43-menF, Phbs-aroA, ΔdhbB:: P43-menA, ΔamyE:: P43-pos5P, P43-sodA, P43-katE
	Lab stock

	BS017
	BS168, P43-dxs, P43-fni, P43-dxr, P43-menF, Phbs-aroA, ΔdhbB:: P43-menA, ΔamyE:: P43-pos5P, P43-sodA, P43-katE, Phbs-GSispA
	This work

	BS018
	[bookmark: _Hlk205111882]BS168, P43-dxs, P43-fni, P43-dxr, P43-menF, Phbs-aroA, ΔdhbB:: P43-menA, ΔamyE:: P43-pos5P, P43-sodA, P43-katE, Phbs-BSispA
	This work

	Plasmids
	
	

	p7C6Phbs
	pMD18-T ligated with lox71-cm-lox66 cassette and Phbs promoter
	Lab stock

	PDGC
	Amp, Km, E. coli−B. subtilis shuttle vector, containing cre under the control of Pspac
	Lab stock



[bookmark: _Hlk207887786][bookmark: OLE_LINK1]Table S2. Primers used in this study
	Primers
	Sequences（5＇→3＇）

	bsispa2-R
	GCTCGTTAATTTATTTGTCATGTGTACATTCCTCTCTTACCCCA

	bsispa3-F
	GGGGTAAGAGAGGAATGTACACATGACAAATAAATTAACGAGC

	bsispa3-R
	CGCTTACGCAGGTATCATTTTAGTGATCTCTTGCCGCAATT

	bsispa4-F
	TTGCGGCAAGAGATCACTAAAATGATACCTGCGTAAGCGAAT

	gsispa2-R
	TCAACTGAAAGCTGCGCCATGTGTACATTCCTCTCTTACC

	gsispa3-F
	GTAAGAGAGGAATGTACACATGGCGCAGCTTTCAGTTGAAC

	gsispa3-R
	GCTTACGCAGGTATCATTTTAATGGTCGCGGGCGGCGACCAGTC

	gsispa4-F
	TCGCCGCCCGCGACCATTAAAATGATACCTGCGTAAGCGAAT

	heps1-F
	GGGCATATGTGCTAGAATCGAAATT

	heps1-R
	TCCCCGGGTACCGAGCTCGATAGCATAAAAAAAAGAAATT

	heps2-F
	ATTTCTTTTTTTTATGCTATCGAGCTCGGTACCCGGGGAT

	heps4-R
	TGCGCCTTCCTTTACATTCATGAT

	qRT-PCR
	

	hept-qpcr.F
	GTACGTTCCGATTACCCGCTT

	hept-qpcr.R
	CGATTGTCCCACTTTGCTTTG

	hepS-qpcr.F
	GATTATTTCAGCGGGCTGTACTAC

	hepS-qpcr.R
	GATTCAACGATGCCGACACTTTCG

	menG-qpcr.F
	GTCGGCGAGCAGAAAGTAAAAGA

	menG-qpcr.R
	AAGCCAATGGTGACATAATC

	GSispA-qpcr.F
	CAAAAACAGGCGGTGGAAACAGC

	GSispA-qpcr.R
	TCATCATGGATCAAAGAGTACG



Table S3： sequence used in this study
	Gene
	sequence

	GSispA

	ATGGCGCAGCTTTCAGTTGAACAGTTTCTCAACGAGCAAAAACAGGCGGTGGAAACAGCGCTCTCCCGTTATATAGAGCGCTTAGAAGGGCCGGCGAAGCTGAAAAAGGCGATGGCGTACTCATTGGAGGCCGGCGGCAAACGAATCCGTCCGTTGCTGCTTCTGTCCACCGTTCGGGCGCTCGGCAAAGACCCGGCGGTCGGATTGCCCGTCGCCTGCGCGATTGAAATGATCCATACGTACTCTTTGATCCATGATGATTTGCCGAGCATGGACAACGATGATTTGCGGCGCGGCAAGCCGACGAACCATAAAGTGTTCGGCGAGGCGATGGCCATCTTGGCGGGGGACGGGTTGTTGACGTACGCGTTTCAATTGATCACCGAAATCGACGATGAGCGCATCCCTCCTTCCGTCCGGCTTCGGCTCATCGAACGGCTGGCGAAAGCGGCCGGTCCGGAAGGGATGGTCGCCGGTCAGGCAGCCGATATGGAAGGAGAGGGGAAAACGCTGACGCTTTCGGAGCTCGAATACATTCATCGGCATAAAACCGGGAAAATGCTGCAATACAGCGTGCACGCCGGCGCCTTGATCGGCGGCGCTGATGCCCGGCAAACGCGGGAGCTTGACGAATTCGCCGCCCATCTAGGCCTTGCCTTTCAAATTCGCGATGATATTCTCGATATTGAAGGGGCAGAAGAAAAAATCGGCAAGCCGGTCGGCAGCGACCAAAGCAACAACAAAGCGACGTATCCAGCGTTGCTGTCGCTTGCCGGCGCGAAGGAAAAGTTGGCGTTCCATATCGAGGCGGCGCAGCGCCATTTACGGAACGCCGACGTTGACGGCGCCGCGCTCGCCTATATTTGCGAACTGGTCGCCGCCCGCGACCATTAA

	BSispA

	ATGACAAATAAATTAACGAGCTTTCTGGCGGACCGGAAAAAAACAATTGAAAATCAGCTTTCTGTCTATACAGAAAAGCTTGATATGCCGGACTCATTAAAGAAATCTATGCTATATTCTCTACAGGCCGGCGGAAAGCGGTTGCGGCCTCTGATTGTACTGGCTGTTTTAAATGCATATGGAAAAAGCGAAAAAGACGGCATTCCGGTGGGCTGTGCTGTCGAAATGATTCACACGTATTCGTTAATTCATGATGATCTTCCATGCATGGATGATGACGATTTGCGCCGCGGGAAGCCGACAAACCATAAAGTGTTTGGTGAAGCGACGGCAGTATTAGCGGGTGACGGGCTGCTCACAGAAAGCTTTAAGCTGATTACCTCCCACGTGTCAGACGAGGTGTCAGCAGAAAAGCGCCTGCGGCTTGTGAATGAACTGATTTCAGCGGCAGGCACCGAAGGCATGGTCGGTGGGCAAGTAGCTGATATGGAAGCGGAAAACCGACAAGTCACGCTTGAAGAGCTCGAATCCATTCATGAACGGAAAACTGCCAAGCTCCTTGGCTTTTGTGTAATCGCCGGTGCTATTTTGGCTGATGCGCCTGAGGAAGACATTGAAACACTGCGTACCTTCAGCAGCCACATTGGAATCGGATTTCAAATCAGAGACGATATTTTAGATTTAGAAGGCAGTGAAGAGAAAATCGGCAAACGTGTCGGCTCGGATACCACAAATGACAAATCGACATACCCGTCGCTTCTTTCATTGGAAGGGGCCAAACATAAATTGGATGTTCATATAAAAGAGGCGAAGCGATTGATCGGCGGACTCTCTCTTCAAAAAGACCTTTTATATGAGCTTTGTGATTTAATTGCGGCAAGAGATCACTAA



Note S1. Abbreviations
Enzymes: MenF, isochorismate synthase; MenA, 1,4-dihydroxy-2-naphthoate heptaprenyltransferase; MenG, demethylmenaquinone methyltransferase; IspA, farnesyl diphosphate synthase; HepS/HepT, heptaprenyl diphosphate synthase component I/II; DXS, 1-deoxyxylulose-5-phosphate synthase; Fni, isopentenyl-diphosphate delta-isomerase; AroA, 3-Deoxy-7-phosphoheptulonate synthase; undecaprenyl diphosphate synthase, UPPs;

Metabolites: Gly, Glycerol; G3P, glyceraldehyde-3-phosphate; PYR, pyruvate; E4P, erythrose 4-phosphate; DAHP, 3-deoxy-arabino-heptulonate 7-phosphate; CHA, Chorismite; DXP, 1-deoxyxylulose-5-phosphate; MEP, methyl-erythritol-4-diphosphate; HMBPP, 1-hydroxy-2-methyl-2-butenyl 4-diphosphate; DMAPP, dimethylallyl diphosphate; IPP, isopentenyl diphosphate; FPP, farnesyl diphosphate; HepPP, heptaprenyl diphosphate; ICHA, isochorismate; DHNA, 1,4-dihydroxy-2-naphthoate; DMK-7, 2-demethylmenaquinone-7; MK-7, menaquinone-7; MEP: 2-C-methyl-d-erythritol 4-phosphate;

