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Metabolic pathways | @)

GO Enrichment

Pyruvate metabolism
Fatty acid biosynthesis
Linoleic acid metabolism -

Starch and sucrose metabolism -
Biosynthesis of secondary metabolites - @
Carbon fixation by Calvin cycle
Inositol phosphate metabolism -
Glycerophospholipid metabolism -
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Pentose and glucuronate interconversions -

MF

Biosynthesis of various antibiotics -
Glycine, serine and threonine metabolism -
Oxidative phosphorylation -

Aflatoxin biosynthesis -

Ether lipid metabolism -

Carbon metabolism -

Fatty acid metabolism -

Efferocytosis -

Biosynthesis of various plant secondary metabolites -

- catalytic activity
- hydrolase acti
- oxidoreductase activity

- monooxygenase
- phosphoric ster hye
- phosphatas
- serine hydrolase activity

0.10

rich_factor

0.05

- phosphoprotein phosphatase activity
- protein tyrosine phosphatase activity

- serine-type carboxypeptidase activity

- carboxypeptidase activity

- sulfur compound binding

rehalose-phosphatase activity

- thiamine pyrophosph 9

- NADH dehydrogenase activity

- protein tyrosine/serinefthreonine phosphatase activity

- quaternary ammonium group binding
- NAD+ synthase (glutamine-hydrolyzing) activity
- acetyl-CoA carboxylase activity

cc

- trans-Golgi network
- Golgi apparatus subcompartment

- Ku70:KuB0 complex

- cohesin complex

- septin complex

- mitochondrial respiratory chain complex IV
~septin ring

- septin cytoskeleton

~dihy
- oxoglutarate dehydrogenase complex
- peroxisomal matrix

! dehydrogenase complex

BP

- programmed cell death
- dicarboxyic acid metabolic process
- carbohydrate biosynthetic process

~trehalose metabolic process
- NADH oxidation
~oligosaccharide biosynthetic process

- disaccharide metabolic process
- NADH metabolic process

~alcohol catabolic process

- polyol catabolic process

roxy compound catabolic process
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