Fig. S1 Number of significantly differentially expressed genes (DEGs) in response to acetic acid (Aa) or furfural (Fur), compared to the no-inhibitor control (C). 
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Fig. S2 Expression profiles of differentially expressed genes (DEGs) related to central carbon metabolism in strains TX and CXAU across the comparisons of acetic acid vs. control (Aa vs. C) and furfural vs. control (Fur vs. C).
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