Table S1 List of primers used in this study (restriction sites are underlined)
	Primer name
	Primer sequence 5’-3’

	
	

	Ko1104
	CTTTCATAATTGCGACTGGTTC

	Ko1152
	ACT TTT CTA GAG GTC GGA ACC TCG GTA CAG

	Ko1153
	GCT ACA AAC GTC GAC TTA GAA TAG CAG GTA CGA CAA AAG C

	Ko1155
	CCG ACC TCT AGA AAA GTT AAC ACA CTT GTT CTT AAC CAA G

	Ko1160
	CCG GAA TTC TTG GTG GTT CTT CTG GTG GTT CTA ACA TTA CTA ACT TGT GTC CAT TTG G

	Ko1161
	GCT CTA GAG CGG CCG CCG GTA CCA GAA GAA GAA GAA GAA GAA GAA GAA GAA GAA CCA CCA GAA CCA CCC TTC TTT GGA CCA CAA ACA GTA G

	Ko1162
	CTT GTA CAG ATT GTT TAG AAA GTC

	Ko1163
	CTG TTT CTC TGC TAA TGG TTT C
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Figure S1
>pRBD
AGATCTAACATCCAAAGACGAAAGGTTGAATGAAACCTTTTTGCCATCCGACATCCACAGGTCCATTCTCACACATAAGTGCCAAACGCAACAGGAGGGGATACACTAGCAGCAGACCGTTGCAAACGCAGGACCTCCACTCCTCTTCTCCTCAACACCCACTTTTGCCATCGAAAAACCAGCCCAGTTATTGGGCTTGATTGGAGCTCGCTCATTCCAATTCCTTCTATTAGGCTACTAACACCATGACTTTATTAGCCTGTCTATCCTGGCCCCCCTGGCGAGGTTCATGTTTGTTTATTTCCGAATGCAACAAGCTCCGCATTACACCCGAACATCACTCCAGATGAGGGCTTTCTGAGTGTGGGGTCAAATAGTTTCATGTTCCCCAAATGGCCCAAAACTGACAGTTTAAACGCTGTCTTGGAACCTAATATGACAAAAGCGTGATCTCATCCAAGATGAACTAAGTTTGGTTCGTTGAAATGCTAACGGCCAGTTGGTCAAAAAGAAACTTCCAAAAGTCGGCATACCGTTTGTCTTGTTTGGTATTGATTGACGAATGCTCAAAAATAATCTCATTAATGCTTAGCGCAGTCTCTCTATCGCTTCTGAACCCCGGTGCACCTGTGCCGAAACGCAAATGGGGAAACACCCGCTTTTTGGATGATTATGCATTGTCTCCACATTGTATGCTTCCAAGATTCTGGTGGGAATACTGCTGATAGCCTAACGTTCATGATCAAAATTTAACTGTTCTAACCCCTACTTGACAGCAATATATAAACAGAAGGAAGCTGCCCTGTCTTAAACCTTTTTTTTTATCATCATTATTAGCTTACTTTCATAATTGCGACTGGTTCCAATTGACAAGCTTTTGATTTTAACGACTTTTAACGACAACTTGAGAAGATCAAAAAACAACTAATTATTCGAAACGATGAGATTTCCTTCAATTTTTACTGCTGTTTTATTCGCAGCATCCTCCGCATTAGCTGCTCCAGTCAACACTACAACAGAAGATGAAACGGCACAAATTCCGGCTGAAGCTGTCATCGGTTACTCAGATTTAGAAGGGGATTTCGATGTTGCTGTTTTGCCATTTTCCAACAGCACAAATAACGGGTTATTGTTTATAAATACTACTATTGCCAGCATTGCTGCTAAAGAAGAAGGGGTATCTCTCGAGAAAAGAGAGGCTGAAGCTGCAGGAATTCTTGGTGGTTCTTCTGGTGGTTCTAACATTACTAACTTGTGTCCATTTGGTGAAGTTTTTAACGCTACTAGATTTGCTTCTGTTTACGCTTGGAACAGAAAGAGAATTTCTAACTGTGTTGCTGATTACTCTGTTTTGTACAACTCTGCTTCTTTTTCTACTTTTAAGTGTTACGGTGTTTCTCCAACTAAGTTGAACGATTTGTGTTTTACTAACGTTTACGCTGATTCTTTTGTTATTAGAGGTGATGAAGTTAGACAAATTGCTCCAGGTCAAACTGGTAAGATTGCTGATTACAACTACAAGTTGCCAGATGATTTTACTGGTTGTGTTATTGCTTGGAACTCTAACAACTTGGATTCTAAGGTTGGTGGTAACTACAACTACTTGTACAGATTGTTTAGAAAGTCTAACTTGAAGCCATTTGAAAGAGATATTTCTACTGAAATTTACCAAGCTGGTTCTACTCCATGTAACGGTGTTGAAGGTTTTAACTGTTACTTTCCATTGCAATCTTACGGTTTTCAACCAACTAACGGTGTTGGTTACCAACCATACAGAGTTGTTGTTTTGTCTTTTGAATTGTTGCATGCTCCAGCTACTGTTTGTGGTCCAAAGAAGGGTGGTTCTGGTGGTTCTTCTTCTTCTTCTTCTTCTTCTTCTTCTGGTACCGGCGGCCGCTCTAGAGAAAACTTGTACTTTCAAGGTGTCGACCATCATCATCATCATCATTGAGTTTGTAGCCTTAGACATGACTGTTCCTCAGTTCAAGTTGGGCACTTACGAGAAGACCGGTCTTGCTAGATTCTAATCAAGAGGATGTCAGAATGCCATTTGCCTGAGAGATGCAGGCTTCATTTTTGATACTTTTTTATTTGTAACCTATATAGTATAGGATTTTTTTTGTCATTTTGTTTCTTCTCGTACGAGCTTGCTCCTGATCAGCCTATCTCGCAGCTGATGAATATCTTGTGGTAGGGGTTTGGGAAAATCATTCGAGTTTGATGTTTTTCTTGGTATTTCCCACTCCTCTTCAGAGTACAGAAGATTAAGTGAGACCTTCGTTTGTGCGGATCCCCCACACACCATAGCTTCAAAATGTTTCTACTCCTTTTTTACTCTTCCAGATTTTCTCGGACTCCGCGCATCGCCGTACCACTTCAAAACACCCAAGCACAGCATACTAAATTTTCCCTCTTTCTTCCTCTAGGGTGTCGTTAATTACCCGTACTAAAGGTTTGGAAAAGAAAAAAGAGACCGCCTCGTTTCTTTTTCTTCGTCGAAAAAGGCAATAAAAATTTTTATCACGTTTCTTTTTCTTGAAATTTTTTTTTTTAGTTTTTTTCTCTTTCAGTGACCTCCATTGATATTTAAGTTAATAAACGGTCTTCAATTTCTCAAGTTTCAGTTTCATTTTTCTTGTTCTATTACAACTTTTTTTACTTCTTGTTCATTAGAAAGAAAGCATAGCAATCTAATCTAAGGGGCGGTGTTGACAATTAATCATCGGCATAGTATATCGGCATAGTATAATACGACAAGGTGAGGAACTAAACCATGGCCAAGTTGACCAGTGCCGTTCCGGTGCTCACCGCGCGCGACGTCGCCGGAGCGGTCGAGTTCTGGACCGACCGGCTCGGGTTCTCCCGGGACTTCGTGGAGGACGACTTCGCCGGTGTGGTCCGGGACGACGTGACCCTGTTCATCAGCGCGGTCCAGGACCAGGTGGTGCCGGACAACACCCTGGCCTGGGTGTGGGTGCGCGGCCTGGACGAGCTGTACGCCGAGTGGTCGGAGGTCGTGTCCACGAACTTCCGGGACGCCTCCGGGCCGGCCATGACCGAGATCGGCGAGCAGCCGTGGGGGCGGGAGTTCGCCCTGCGCGACCCGGCCGGCAACTGCGTGCACTTCGTGGCCGAGGAGCAGGACTGACACGTCCGACGGCGGCCCACGGGTCCCAGGCCTCGGAGATCCGTCCCCCTTTTCCTTTGTCGATATCATGTAATTAGTTATGTCACGCTTACATTCACGCCCTCCCCCCACATCCGCTCTAACCGAAAAGGAAGGAGTTAGACAACCTGAAGTCTAGGTCCCTATTTATTTTTTTATAGTTATGTTAGTATTAAGAACGTTATTTATATTTCAAATTTTTCTTTTTTTTCTGTACAGACGCGTGTACGCATGTAACATTATACTGAAAACCTTGCTTGAGAAGGTTTTGGGACGCTCGAAGGCTTTAATTTGCAAGCTGGAGACCAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCAATGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGGACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGAGATC
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[bookmark: _Hlk77666758][bookmark: _Hlk77671901][bookmark: _Hlk77671920][bookmark: _Hlk77674354][bookmark: _Hlk77674370][bookmark: _Hlk77672732][bookmark: _Hlk79744145][bookmark: _Hlk79747475][bookmark: _Hlk77674425][bookmark: _Hlk77674222][bookmark: _Hlk77674396][bookmark: _Hlk77674155][bookmark: _Hlk77674453]AGATCTAACATCCAAAGACGAAAGGTTGAATGAAACCTTTTTGCCATCCGACATCCACAGGTCCATTCTCACACATAAGTGCCAAACGCAACAGGAGGGGATACACTAGCAGCAGACCGTTGCAAACGCAGGACCTCCACTCCTCTTCTCCTCAACACCCACTTTTGCCATCGAAAAACCAGCCCAGTTATTGGGCTTGATTGGAGCTCGCTCATTCCAATTCCTTCTATTAGGCTACTAACACCATGACTTTATTAGCCTGTCTATCCTGGCCCCCCTGGCGAGGTTCATGTTTGTTTATTTCCGAATGCAACAAGCTCCGCATTACACCCGAACATCACTCCAGATGAGGGCTTTCTGAGTGTGGGGTCAAATAGTTTCATGTTCCCCAAATGGCCCAAAACTGACAGTTTAAACGCTGTCTTGGAACCTAATATGACAAAAGCGTGATCTCATCCAAGATGAACTAAGTTTGGTTCGTTGAAATGCTAACGGCCAGTTGGTCAAAAAGAAACTTCCAAAAGTCGGCATACCGTTTGTCTTGTTTGGTATTGATTGACGAATGCTCAAAAATAATCTCATTAATGCTTAGCGCAGTCTCTCTATCGCTTCTGAACCCCGGTGCACCTGTGCCGAAACGCAAATGGGGAAACACCCGCTTTTTGGATGATTATGCATTGTCTCCACATTGTATGCTTCCAAGATTCTGGTGGGAATACTGCTGATAGCCTAACGTTCATGATCAAAATTTAACTGTTCTAACCCCTACTTGACAGCAATATATAAACAGAAGGAAGCTGCCCTGTCTTAAACCTTTTTTTTTATCATCATTATTAGCTTACTTTCATAATTGCGACTGGTTCCAATTGACAAGCTTTTGATTTTAACGACTTTTAACGACAACTTGAGAAGATCAAAAAACAACTAATTATTCGAAACGATGAGATTTCCTTCAATTTTTACTGCTGTTTTATTCGCAGCATCCTCCGCATTAGCTGCTCCAGTCAACACTACAACAGAAGATGAAACGGCACAAATTCCGGCTGAAGCTGTCATCGGTTACTCAGATTTAGAAGGGGATTTCGATGTTGCTGTTTTGCCATTTTCCAACAGCACAAATAACGGGTTATTGTTTATAAATACTACTATTGCCAGCATTGCTGCTAAAGAAGAAGGGGTATCTCTCGAGAAAAGAGAGGCTGAAGCTGCAGGAATTCTTGGTGGTTCTTCTGGTGGTTCTAACATTACTAACTTGTGTCCATTTGGTGAAGTTTTTAACGCTACTAGATTTGCTTCTGTTTACGCTTGGAACAGAAAGAGAATTTCTAACTGTGTTGCTGATTACTCTGTTTTGTACAACTCTGCTTCTTTTTCTACTTTTAAGTGTTACGGTGTTTCTCCAACTAAGTTGAACGATTTGTGTTTTACTAACGTTTACGCTGATTCTTTTGTTATTAGAGGTGATGAAGTTAGACAAATTGCTCCAGGTCAAACTGGTAAGATTGCTGATTACAACTACAAGTTGCCAGATGATTTTACTGGTTGTGTTATTGCTTGGAACTCTAACAACTTGGATTCTAAGGTTGGTGGTAACTACAACTACTTGTACAGATTGTTTAGAAAGTCTAACTTGAAGCCATTTGAAAGAGATATTTCTACTGAAATTTACCAAGCTGGTTCTACTCCATGTAACGGTGTTGAAGGTTTTAACTGTTACTTTCCATTGCAATCTTACGGTTTTCAACCAACTAACGGTGTTGGTTACCAACCATACAGAGTTGTTGTTTTGTCTTTTGAATTGTTGCATGCTCCAGCTACTGTTTGTGGTCCAAAGAAGGGTGGTTCTGGTGGTTCTTCTTCTTCTTCTTCTTCTTCTTCTTCTGGTACCGGCGGCCGCTCTAGAGGTCGGAACCTCGGTACAGCTAGCGCCAAAAGCTCTTTTATCTCAACCACTACTACTGATTTAACAAGTATAAACACTAGTGCGTATTCCACTGGATCCATTTCCACAGTAGAAACAGGCAATCGAACTACATCAGAAGTGATCAGCCATGTGGTGACTACCAGCACAAAACTGTCTCCAACTGCTACTACCAGCCTGACAATTGCACAAACCAGTATCTATTCTACTGACTCAAATATCACAGTAGGAACAGATATTCACACCACATCAGAAGTGATTAGTGATGTGGAAACCATTAGCAGAGAAACAGCTTCGACCGTTGTAGCCGCTCCAACCTCAACAACTGGATGGACAGGCGCTATGAATACTTACATCTCGCAATTTACATCCTCTTCTTTCGCAACAATCAACAGCACACCAATAATCTCTTCATCAGCAGTATTTGAAACCTCAGATGCTTCAATTGTCAATGTGCACACTGAAAATATCACGAATACTGCTGCTGTTCCATCTGAAGAGCCCACTTTTGTAAATGCCACGAGAAACTCCTTAAATTCCTTCTGCAGCAGCAAACAGCCATCCAGTCCCTCATCTTATACGTCTTCCCCACTCGTATCGTCCCTCTCCGTAAGCAAAACATTACTAAGCACCAGTTTTACGCCTTCTGTGCCAACATCTAATACATATATCAAAACGAAAAATACGGGTTACTTTGAGCACACGGCTTTGACAACATCTTCAGTTGGCCTTAATTCTTTTAGTGAAACAGCAGTCTCATCTCAGGGAACGAAAATTGACACCTTTTTAGTGTCATCCTTGATCGCATATCCTTCTTCTGCATCAGGAAGCCAATTGTCCGGTATCCAACAGAATTTCACATCAACTTCTCTCATGATTTCAACCTATGAAGGTAAAGCGTCTATATTTTTCTCAGCTGAGCTCGGTTCGATCATTTTTCTGCTTTTGTCGTACCTGCTATTCTAAGTCGACGTTTGTAGCCTTAGACATGACTGTTCCTCAGTTCAAGTTGGGCACTTACGAGAAGACCGGTCTTGCTAGATTCTAATCAAGAGGATGTCAGAATGCCATTTGCCTGAGAGATGCAGGCTTCATTTTTGATACTTTTTTATTTGTAACCTATATAGTATAGGATTTTTTTTGTCATTTTGTTTCTTCTCGTACGAGCTTGCTCCTGATCAGCCTATCTCGCAGCTGATGAATATCTTGTGGTAGGGGTTTGGGAAAATCATTCGAGTTTGATGTTTTTCTTGGTATTTCCCACTCCTCTTCAGAGTACAGAAGATTAAGTGAGACCTTCGTTTGTGCGGATCCCCCACACACCATAGCTTCAAAATGTTTCTACTCCTTTTTTACTCTTCCAGATTTTCTCGGACTCCGCGCATCGCCGTACCACTTCAAAACACCCAAGCACAGCATACTAAATTTTCCCTCTTTCTTCCTCTAGGGTGTCGTTAATTACCCGTACTAAAGGTTTGGAAAAGAAAAAAGAGACCGCCTCGTTTCTTTTTCTTCGTCGAAAAAGGCAATAAAAATTTTTATCACGTTTCTTTTTCTTGAAATTTTTTTTTTTAGTTTTTTTCTCTTTCAGTGACCTCCATTGATATTTAAGTTAATAAACGGTCTTCAATTTCTCAAGTTTCAGTTTCATTTTTCTTGTTCTATTACAACTTTTTTTACTTCTTGTTCATTAGAAAGAAAGCATAGCAATCTAATCTAAGGGGCGGTGTTGACAATTAATCATCGGCATAGTATATCGGCATAGTATAATACGACAAGGTGAGGAACTAAACCATGGCCAAGTTGACCAGTGCCGTTCCGGTGCTCACCGCGCGCGACGTCGCCGGAGCGGTCGAGTTCTGGACCGACCGGCTCGGGTTCTCCCGGGACTTCGTGGAGGACGACTTCGCCGGTGTGGTCCGGGACGACGTGACCCTGTTCATCAGCGCGGTCCAGGACCAGGTGGTGCCGGACAACACCCTGGCCTGGGTGTGGGTGCGCGGCCTGGACGAGCTGTACGCCGAGTGGTCGGAGGTCGTGTCCACGAACTTCCGGGACGCCTCCGGGCCGGCCATGACCGAGATCGGCGAGCAGCCGTGGGGGCGGGAGTTCGCCCTGCGCGACCCGGCCGGCAACTGCGTGCACTTCGTGGCCGAGGAGCAGGACTGACACGTCCGACGGCGGCCCACGGGTCCCAGGCCTCGGAGATCCGTCCCCCTTTTCCTTTGTCGATATCATGTAATTAGTTATGTCACGCTTACATTCACGCCCTCCCCCCACATCCGCTCTAACCGAAAAGGAAGGAGTTAGACAACCTGAAGTCTAGGTCCCTATTTATTTTTTTATAGTTATGTTAGTATTAAGAACGTTATTTATATTTCAAATTTTTCTTTTTTTTCTGTACAGACGCGTGTACGCATGTAACATTATACTGAAAACCTTGCTTGAGAAGGTTTTGGGACGCTCGAAGGCTTTAATTTGCAAGCTGGAGACCAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCAATGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGGACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGAGATC




