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ID Description GeneRatioBgRatio pvalue p.adjust qvalue geneID Count

GO:0030195 negative regulation

 of blood coagulation

5/100 52/18493 8.88E-06 0.002949075 0.00263102FGA/FGB/F2

/FGG/VTN

5

GO:1900047 negative regulation

 of hemostasis

5/100 52/18493 8.88E-06 0.002949075 0.00263102FGA/FGB/F2

/FGG/VTN

5

GO:0050880 regulation of blood

 vessel size

7/100 136/18493 9.03E-06 0.002949075 0.00263102NTS/NPPC/VIP

/FGA/FGB/FGG/CALCA

7

GO:0035150 regulation of tube

 size

7/100 137/18493 9.47E-06 0.002949075 0.00263102NTS/NPPC/VIP

/FGA/FGB/FGG/CALCA

7

GO:0050819 negative regulation

 of coagulation

5/100 56/18493 1.28E-05 0.002949075 0.00263102FGA/FGB/F2

/FGG/VTN

5

GO:0042730 fibrinolysis 4/100 28/18493 1.49E-05 0.002949075 0.00263102FGA/FGB/F2

/FGG

4

GO:0072378 blood coagulation4/100 28/18493 1.49E-05 0.002949075 0.00263102FGA/FGB/F2

/FGG

4

GO:0043687 post-translational

 protein modification

10/100 361/18493 2.58E-05 0.0041546680.003706591NOTUM/SERPIND

1/FGA/FGG/APOA2/ASB4/ALB/BPIFB2/AHSG/AFP

10

GO:0003018 vascular process

 in circulatory system

7/100 161/18493 2.70E-05 0.0041546680.003706591NTS/NPPC/VIP

/FGA/FGB/FGG/CALCA

7

GO:0061045 negative regulation

 of wound healing

5/100 72/18493 4.39E-05 0.0054970990.004904241FGA/FGB/F2

/FGG/VTN

5

GO:0016485 protein processing9/100 310/18493 4.65E-05 0.0054970990.004904241KLK6/C8B/FGA

/FGB/F2/PCSK2/FGG/CPN1/VTN

9

GO:0043062 extracellular structure

 organization

10/100 402/18493 6.40E-05 0.0054970990.004904241COL9A3/PRSS

1/DPT/FGA/FGB/FGG/VTN/APOA2/ALB/CTRB1

10

GO:0034116 positive regulation

 of heterotypic cell-cell adhesion

3/100 15/18493 6.66E-05 0.0054970990.004904241FGA/FGB/FGG 3

GO:0046887 positive regulation

 of hormone secretion

6/100 128/18493 6.85E-05 0.0054970990.004904241INHBB/VIP/FGA

/INHA/FGB/FGG

6

GO:0097746 regulation of blood

 vessel diameter

6/100 129/18493 7.15E-05 0.0054970990.004904241NPPC/VIP/FGA

/FGB/FGG/CALCA

6

GO:0051346 negative regulation

 of hydrolase activity

10/100 458/18493 0.00018633 0.0117218670.010457674CSN2/SPINK

7/WFDC5/PPP1R1B/SPINK4/PPP1R1A/SERPIND1/VTN/APOA2/AHSG

10

GO:0010951 negative regulation

 of endopeptidase activity

7/100 250/18493 0.00041738 0.0213948010.019087391CSN2/SPINK

7/WFDC5/SPINK4/SERPIND1/VTN/AHSG

7

GO:0019730 antimicrobial humoral

 response

5/100 118/18493 0.00045125 0.0223047230.019899179FGA/FGB/F2

/PLA2G1B/BPIFB2

5

GO:0060395 SMAD protein signal

 transduction

4/100 69/18493 0.00053151 0.0240915790.021493323INHBB/BMP

3/INHA/AFP

4

GO:0006959 humoral immune 

response

8/100 349/18493 0.00061186 0.0249063950.022220262C8B/FGA/FGB

/F2/PLA2G1B/CPN1/VTN/BPIFB2

8

GO:0002576 platelet degranulation5/100 128/18493 0.00065397 0.0258596670.023070725FGA/FGB/FGG

/ALB/AHSG

5

GO:2000352 negative regulation

 of endothelial cell apoptotic process

3/100 34/18493 0.00081284 0.0295216310.026337749FGA/FGB/FGG 3

GO:0007586 digestion 5/100 135/18493 0.0008319 0.0295216310.026337749PRSS1/CLPS/

APOA2/CTRB1/PNLIP

5

GO:1900026 positive regulation

 of substrate adhesion-dependent cell spreading

3/100 35/18493 0.00088557 0.0306405810.027336022FGA/FGB/FGG 3

GO:0002526 acute inflammatory

 response

6/100 211/18493 0.00100529 0.0339347490.030274917C8B/F2/CPN1

/VTN/APOA2/AHSG

6

GO:1902042 negative regulation

 of extrinsic apoptotic signaling pathway via death domain receptors

3/100 37/18493 0.00104312 0.0343731920.030666074FGA/FGB/FGG 3

GO:0030216 keratinocyte differentiation7/100 299/18493 0.00119577 0.0382909820.034161334LCE3D/PRR9

/LCE3E/KRTAP3-1/KRT23/CELA2A/KRT4

7

GO:0019835 cytolysis 3/100 39/18493 0.00121734 0.0382909820.034161334C8B/F2/ALB 3

GO:0050878 regulation of body

 fluid levels

9/100 493/18493 0.00140579 0.0413961510.036931613CSN2/VIP/SERPIND

1/FGA/FGB/F2/FGG/VTN/AQP2

9

GO:0009914 hormone transport7/100 316/18493 0.00164126 0.0463573190.041357724INHBB/VIP/FGA

/INHA/FGB/FGG/CCKAR

7


oleObject1.bin
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		ID		Description		GeneRatio		BgRatio		pvalue		p.adjust		qvalue		geneID		Count

		GO:0030195		negative regulation of blood coagulation		5/100		52/18493		8.88E-06		0.0029490746		0.0026310195		FGA/FGB/F2/FGG/VTN		5

		GO:1900047		negative regulation of hemostasis		5/100		52/18493		8.88E-06		0.0029490746		0.0026310195		FGA/FGB/F2/FGG/VTN		5

		GO:0050880		regulation of blood vessel size		7/100		136/18493		9.03E-06		0.0029490746		0.0026310195		NTS/NPPC/VIP/FGA/FGB/FGG/CALCA		7

		GO:0035150		regulation of tube size		7/100		137/18493		9.47E-06		0.0029490746		0.0026310195		NTS/NPPC/VIP/FGA/FGB/FGG/CALCA		7

		GO:0050819		negative regulation of coagulation		5/100		56/18493		1.28E-05		0.0029490746		0.0026310195		FGA/FGB/F2/FGG/VTN		5

		GO:0042730		fibrinolysis		4/100		28/18493		1.49E-05		0.0029490746		0.0026310195		FGA/FGB/F2/FGG		4

		GO:0072378		blood coagulation		4/100		28/18493		1.49E-05		0.0029490746		0.0026310195		FGA/FGB/F2/FGG		4

		GO:0043687		post-translational protein modification		10/100		361/18493		2.58E-05		0.0041546681		0.0037065909		NOTUM/SERPIND1/FGA/FGG/APOA2/ASB4/ALB/BPIFB2/AHSG/AFP		10

		GO:0003018		vascular process in circulatory system		7/100		161/18493		2.70E-05		0.0041546681		0.0037065909		NTS/NPPC/VIP/FGA/FGB/FGG/CALCA		7

		GO:0061045		negative regulation of wound healing		5/100		72/18493		4.39E-05		0.0054970985		0.0049042414		FGA/FGB/F2/FGG/VTN		5

		GO:0016485		protein processing		9/100		310/18493		4.65E-05		0.0054970985		0.0049042414		KLK6/C8B/FGA/FGB/F2/PCSK2/FGG/CPN1/VTN		9

		GO:0043062		extracellular structure organization		10/100		402/18493		6.40E-05		0.0054970985		0.0049042414		COL9A3/PRSS1/DPT/FGA/FGB/FGG/VTN/APOA2/ALB/CTRB1		10

		GO:0034116		positive regulation of heterotypic cell-cell adhesion		3/100		15/18493		6.66E-05		0.0054970985		0.0049042414		FGA/FGB/FGG		3

		GO:0046887		positive regulation of hormone secretion		6/100		128/18493		6.85E-05		0.0054970985		0.0049042414		INHBB/VIP/FGA/INHA/FGB/FGG		6

		GO:0097746		regulation of blood vessel diameter		6/100		129/18493		7.15E-05		0.0054970985		0.0049042414		NPPC/VIP/FGA/FGB/FGG/CALCA		6

		GO:0051346		negative regulation of hydrolase activity		10/100		458/18493		0.0001863303		0.0117218672		0.0104576743		CSN2/SPINK7/WFDC5/PPP1R1B/SPINK4/PPP1R1A/SERPIND1/VTN/APOA2/AHSG		10

		GO:0010951		negative regulation of endopeptidase activity		7/100		250/18493		0.0004173841		0.0213948008		0.0190873908		CSN2/SPINK7/WFDC5/SPINK4/SERPIND1/VTN/AHSG		7

		GO:0019730		antimicrobial humoral response		5/100		118/18493		0.0004512516		0.0223047231		0.0198991787		FGA/FGB/F2/PLA2G1B/BPIFB2		5

		GO:0060395		SMAD protein signal transduction		4/100		69/18493		0.0005315051		0.0240915786		0.0214933235		INHBB/BMP3/INHA/AFP		4

		GO:0006959		humoral immune response		8/100		349/18493		0.0006118623		0.0249063945		0.0222202622		C8B/FGA/FGB/F2/PLA2G1B/CPN1/VTN/BPIFB2		8

		GO:0002576		platelet degranulation		5/100		128/18493		0.0006539656		0.025859667		0.0230707251		FGA/FGB/FGG/ALB/AHSG		5

		GO:2000352		negative regulation of endothelial cell apoptotic process		3/100		34/18493		0.0008128362		0.0295216308		0.0263377494		FGA/FGB/FGG		3

		GO:0007586		digestion		5/100		135/18493		0.0008318957		0.0295216308		0.0263377494		PRSS1/CLPS/APOA2/CTRB1/PNLIP		5

		GO:1900026		positive regulation of substrate adhesion-dependent cell spreading		3/100		35/18493		0.0008855659		0.0306405814		0.0273360222		FGA/FGB/FGG		3

		GO:0002526		acute inflammatory response		6/100		211/18493		0.0010052924		0.0339347493		0.030274917		C8B/F2/CPN1/VTN/APOA2/AHSG		6

		GO:1902042		negative regulation of extrinsic apoptotic signaling pathway via death domain receptors		3/100		37/18493		0.0010431171		0.0343731918		0.0306660739		FGA/FGB/FGG		3

		GO:0030216		keratinocyte differentiation		7/100		299/18493		0.0011957728		0.0382909816		0.0341613336		LCE3D/PRR9/LCE3E/KRTAP3-1/KRT23/CELA2A/KRT4		7

		GO:0019835		cytolysis		3/100		39/18493		0.0012173433		0.0382909816		0.0341613336		C8B/F2/ALB		3

		GO:0050878		regulation of body fluid levels		9/100		493/18493		0.0014057942		0.0413961511		0.0369316134		CSN2/VIP/SERPIND1/FGA/FGB/F2/FGG/VTN/AQP2		9

		GO:0009914		hormone transport		7/100		316/18493		0.0016412635		0.0463573192		0.0413577239		INHBB/VIP/FGA/INHA/FGB/FGG/CCKAR		7






