


[bookmark: _GoBack]Sequences of shRNAs of CTBP1-AS2, shRNAs of ZNF217, miRNA mimics/inhibitor and control miRNA
sh-CTBP1-AS2#1
5’-CCGGCTGAGTGTCCAGCAAACATCACTCGAGTGATGTTTGCT
GGACACTCAGTTTTTTG-3’

sh-CTBP1-AS2#2
5’-CCGGGCTCAGTCCAGAAGAACAGTTCTCGAGAACTGTTCTT
CTGGACTGAGCTTTTTTG-3’

sh-ZNF217#1
5’-CCGGACACATTCAGAAGACCTTAATCTCGAGATTAAGGTCTT
CTGAATGTGTTTTTTG-3’

sh-ZNF217#2
5’-CCGGTAGAACCAAGGCGGATGTTACCTCGAGGTAACATCCG
CCTTGGTTCTATTTTTG-3’

MiR-3163 mimics
5’-UAUAAAAUGAGGGCAGUAAGAC-3’

MiR-3163 inhibitor
5’-GUCUUACUGCCCUCAUUUUAUA-3’

Control miRNA
5’-GACACAUAAUGAAUAGUGAGGA-3’

Sequences of WT and MUT of CTBP1-AS2 and ZNF217 used in luciferase reporter assay
WT of CTBP1-AS2
5’-CCGCCCACGTCAGCGCCTGGCGCGGGCCCGAACAAACCACG
GCATGGAGACGGAATGATGCAGACTCCTATCCGCGAGATACCTGCTGTAATTTCGCTGTGGTTCGTGAGGACGCGTCCTGGGCTGCCCTGAGAAGCCTACGTCTCCCCTTCGAGGCCCGGGAAGACCTCCAACCCCGCTGACAATGCTGGGCCCTCAGCCAGACCTGCCCTGCGTGCCACGTTCTGTTCTAAGATCGGGCTGCCGAGCTGTGGCCTGGAGGAAACCTGGCAGGTGTCACCAGAGCTTTGGGGAGGGTGAGGCCCTGTCGGGGAAGCCCAGTGGGAGTCATGAAGGAGGGAACACGTGTGGAGCCCTTGTAGGGGGAGGGGCAGCCCTGCAGAGATCTAAGAAAAAATTCCAGAAAAATGAGCAGCAACCTCCAAGGCCAGGCATCGGTGCAGGGGACAAGGGGTCGTAGCTGGAGGGGCCTAGGTGAGGCTGCCGGGAAGGGACGATGTGGTTGGTGGAGTGCACAGGCAGGGACCTCACTGGACTTTCCTGTCTGCTCAGCATGGACAGGCAGCCCAGGAGAAGGCAGCACGTGGCCGGGTGCAGGGACGTACCACCCCCACTTCCCCAGGGGAGCTGGGGTCAGACGAGTCCCAGGCACTCCATCCTCTGCAGCAAGTCAGGTTGTGATTTACTAGGGGGTGGTGAATATAATGGAGAGACTTCTGGGGAGGAATTCCTGGCTCCCGCGTGGACTTGCAGAGCTCAACAGGCAGCCACGTGGCTGAGTGTCCAGCAAACATCACATAAGGCTTTGGGTCCTGCAGGTGGGGCTGCCATGAGCAGCAAGCTCAGTCCAGAAGAACAGTTCCTCTCCAGGATCCACTTCCTGCGCACTTTTATGTGCAGTGTAGCTGGAGCAGAGCTCCCCGGAATTCCACAGGCAACTGAGAACGGAGAGGGATGCAGGCCAGCCAGGGATCCAGCGTCTTCCCCATCGTCACTCTCCATGGCCTCCGTCTACACACAGTGTTCGTCTGCACAGCTTGTCAGCGCGTTATCATGACTTCTATTTGGCACCGGCCCGTCTGTCCACTGTCCTGGCTTGTTCCAAGCGCTGCCTTCTCCAACTGGGGTCCTGGCTGCAGAGCTGTCTGCTCCCCACGTTGGGCAACTCCAGCCAAGATTCCTACACCCAAATGTGACCGTGTTGCTCACGAAGAAGGCTCAGCTTTGCGTGTGCCCAGCCGTGTGCACAGCTCGTCCCAACTCCTGCGGGTGGCACCTGCCTCTCCCACCTCCAGTCTTTCCCCTGTGATGAGCAGATGACCACCGCCCTCCAGGGTCAGCGTTTGGCTGTTTGTGTGCCTGCCCACCCGCCTCCCTGTGCCTGGGCCTGCCCTGTGCCTGCACACAGGAGTGGCTCATGGCGTTTGCCCTACACGGATGGGCTGTCCTGGGAGCTACTGGACAGTCACCTTGGTGGGAATGCCAGAGGCATGGGCATTAGGTCCCCCCGGCCAGCCTCCGTTGCCACATGGGCTATTTTTGTCCATCGCGTGGGACAACCTAGTATTGGGGGAAAACTCAGTCCACTCTAAAGAAGCATCGGCGTTTTGGATGGACGAATGCTGCTTCATGCGACTCCATGTCAATGGACTATTTTATTCAACTCGGGTATTTATGAGTGTCTCCTCTGTGCCAGCCACGTGTGAAAGAAGAACTCCAAGTTACTGGACACCAGGACAAACCAGGTAGATCACTGCATCCGGTTCCTCCTCTTTCTGCCGACTCTCCCGGGCAACCGTTCTGATTCCTGGCATGGAGTTGGGGGCGAGCTCATCAGTACCCAGAGCGCCTGGTGTGCAGCCAAAGGCCCCCATTTTATTAGTCGGTGTGTTCAGTATCACGCTCAAGACAAGGGCCAACCTATTACTTCACACACCTCAAATACAAAAAGTGCCTGGGAACGTCGATGAGGTATTAAAGGAAACCACTGGTCTTGTCAGTCATGTACACACAGAAAAAAAAACCAGTCATTTTTATTTTTATTTTTTGAGACAGAGTTTCGCTCTTGTTGCCCAGGCTGGAGTGCAATGGTGCAATTTCAGCTCACTGCAATCTCTGCCACCCGGATTCAAGCAATTCTCCTGTCTCAGCCTCCCGAGTAGCTGGAATTGCAGACACCCATCACCACGCCCAGCTAATTTTATGTATTTTTAGTAGAGATGGGGTTTCACCATGTTGGTCAGGCTGGTCTTGAACTCCTGACCTCAGGTGATCCACCCACGTCAGGCTCCCAAAGTGCTGAGATTACAGGCATGAACCACTGTGCCCAGCCGAAAACAACCAAGAATTTTTTAACAATAAAATGACCAGCAAGTAAACTTGAAACAAAAATGGACAAATATCTAAAATATTTTTAAATGTATGTATTTTAATTGGCAAATAATACTTGTATATATTGTTTACAACTTGTTTTAAAGTATGAATACATTGTGGAATGGCTAAATCAAGTTAATTAACATGCATTAACTCACATACTTTTTGTTTTTTGGTGTGGTGAGGACACTTAACATCTACTCTCTTAGCAATTTTCCAGTCACCATGTCCTACTATAGATCCCTAGAACATATTCCTCCAATGTAACTGAAATGTATCCCTTGACCAACATCACTGCCCGGCCCCAGCCCCAGGTAAACACCATTCTACCCTCTGCTTCTGTGAGTTCAGCTTTTCTAGATTTCACCTGTGAGTGAGATTGTGCAGCATTTGTCTTTCTGTGCCTGGGTTTTTTCACATAATGCCCTTCTGGTTCATCTATATTGTCATATATGGTAGCATTGTCTTCCTTTGTAAGGCTGACTGGTATACCATTGCGTATATACACCACATTGTTTACCTAAAATATTTTTTAATACAATCGCTGAAAACTGCCAAAAAAAAAAAAAAAA-3’

MUT of CTBP1-AS2
5’-CCGCCCACGTCAGCGCCTGGCGCGGGCCCGAACAAACCACG
GCATGGAGACGGAATGATGCAGACTCCTATCCGCGAGATACCTGCTGTAATTTCGCTGTGGTTCGTGAGGACGCGTCCTGGGCTGCCCTGAGAAGCCTACGTCTCCCCTTCGAGGCCCGGGAAGACCTCCAACCCCGCTGACAATGCTGGGCCCTCAGCCAGACCTGCCCTGCGTGCCACGTTCTGTTCTAAGATCGGGCTGCCGAGCTGTGGCCTGGAGGAAACCTGGCAGGTGTCACCAGAGCTTTGGGGAGGGTGAGGCCCTGTCGGGGAAGCCCAGTGGGAGTCATGAAGGAGGGAACACGTGTGGAGCCCTTGTAGGGGGAGGGGCAGCCCTGCAGAGATCTAAGAAAAAATTCCAGAAAAATGAGCAGCAACCTCCAAGGCCAGGCATCGGTGCAGGGGACAAGGGGTCGTAGCTGGAGGGGCCTAGGTGAGGCTGCCGGGAAGGGACGATGTGGTTGGTGGAGTGCACAGGCAGGGACCTCACTGGACTTTCCTGTCTGCTCAGCATGGACAGGCAGCCCAGGAGAAGGCAGCACGTGGCCGGGTGCAGGGACGTACCACCCCCACTTCCCCAGGGGAGCTGGGGTCAGACGAGTCCCAGGCACTCCATCCTCTGCAGCAAGTCAGGTTGTGATTTACTAGGGGGTGGTGAATATAATGGAGAGACTTCTGGGGAGGAATTCCTGGCTCCCGCGTGGACTTGCAGAGCTCAACAGGCAGCCACGTGGCTGAGTGTCCAGCAAACATCACATAAGGCTTTGGGTCCTGCAGGTGGGGCTGCCATGAGCAGCAAGCTCAGTCCAGAAGAACAGTTCCTCTCCAGGATCCACTTCCTGCGCACTTTTATGTGCAGTGTAGCTGGAGCAGAGCTCCCCGGAATTCCACAGGCAACTGAGAACGGAGAGGGATGCAGGCCAGCCAGGGATCCAGCGTCTTCCCCATCGTCACTCTCCATGGCCTCCGTCTACACACAGTGTTCGTCTGCACAGCTTGTCAGCGCGTTATCATGACTTCTATTTGGCACCGGCCCGTCTGTCCACTGTCCTGGCTTGTTCCAAGCGCTGCCTTCTCCAACTGGGGTCCTGGCTGCAGAGCTGTCTGCTCCCCACGTTGGGCAACTCCAGCCAAGATTCCTACACCCAAATGTGACCGTGTTGCTCACGAAGAAGGCTCAGCTTTGCGTGTGCCCAGCCGTGTGCACAGCTCGTCCCAACTCCTGCGGGTGGCACCTGCCTCTCCCACCTCCAGTCTTTCCCCTGTGATGAGCAGATGACCACCGCCCTCCAGGGTCAGCGTTTGGCTGTTTGTGTGCCTGCCCACCCGCCTCCCTGTGCCTGGGCCTGCCCTGTGCCTGCACACAGGAGTGGCTCATGGCGTTTGCCCTACACGGATGGGCTGTCCTGGGAGCTACTGGACAGTCACCTTGGTGGGAATGCCAGAGGCATGGGCATTAGGTCCCCCCGGCCAGCCTCCGTTGCCACATGGGCTATTTTTGTCCATCGCGTGGGACAACCTAGTATTGGGGGAAAACTCAGTCCACTCTAAAGAAGCATCGGCGTTTTGGATGGACGAATGCTGCTTCATGCGACTCCATGTCAATGGACTTAAAATATCAACTCGGGTATTTATGAGTGTCTCCTCTGTGCCAGCCACGTGTGAAAGAAGAACTCCAAGTTACTGGACACCAGGACAAACCAGGTAGATCACTGCATCCGGTTCCTCCTCTTTCTGCCGACTCTCCCGGGCAACCGTTCTGATTCCTGGCATGGAGTTGGGGGCGAGCTCATCAGTACCCAGAGCGCCTGGTGTGCAGCCAAAGGCCCCCTAAAATATAGTCGGTGTGTTCAGTATCACGCTCAAGACAAGGGCCAACCTATTACTTCACACACCTCAAATACAAAAAGTGCCTGGGAACGTCGATGAGGTATTAAAGGAAACCACTGGTCTTGTCAGTCATGTACACACAGAAAAAAAAACCAGTCATTTTTATTTTTATTTTTTGAGACAGAGTTTCGCTCTTGTTGCCCAGGCTGGAGTGCAATGGTGCAATTTCAGCTCACTGCAATCTCTGCCACCCGGATTCAAGCAATTCTCCTGTCTCAGCCTCCCGAGTAGCTGGAATTGCAGACACCCATCACCACGCCCAGCTATAAAATAGTATTTTTAGTAGAGATGGGGTTTCACCATGTTGGTCAGGCTGGTCTTGAACTCCTGACCTCAGGTGATCCACCCACGTCAGGCTCCCAAAGTGCTGAGATTACAGGCATGAACCACTGTGCCCAGCCGAAAACAACCAAGAATTTTTTAACAATAAAATGACCAGCAAGTAAACTTGAAACAAAAATGGACAAATATCTAAAATATTTTTAAATGTATGTATTTTAATTGGCAAATAATACTTGTATATATTGTTTACAACTTGTTTTAAAGTATGAATACATTGTGGAATGGCTAAATCAAGTTAATTAACATGCATTAACTCACATACTTTTTGTTTTTTGGTGTGGTGAGGACACTTAACATCTACTCTCTTAGCAATTTTCCAGTCACCATGTCCTACTATAGATCCCTAGAACATATTCCTCCAATGTAACTGAAATGTATCCCTTGACCAACATCACTGCCCGGCCCCAGCCCCAGGTAAACACCATTCTACCCTCTGCTTCTGTGAGTTCAGCTTTTCTAGATTTCACCTGTGAGTGAGATTGTGCAGCATTTGTCTTTCTGTGCCTGGGTTTTTTCACATAATGCCCTTCTGGTTCATCTATATTGTCATATATGGTAGCATTGTCTTCCTTTGTAAGGCTGACTGGTATACCATTGCGTATATACACCACATTGTTTACCTAAAATATTTTTTAATACAATCGCTGAAAACTGCCAAAAAAAAAAAAAAAA-3’

WT of ZNF217
5’-ATGCAATCGAAAGTGACAGGAAACATGCCAACTCAATCCCTC
TTAATGTACATGGATGGGCCAGAAGTGATTGGCAGCTCTCTTGGCAGTCCGATGGAGATGGAGGATGCCTTGTCAATGAAAGGGACCGCTGTTGTTCCATTCCGAGCTACACAAGAAAAAAATGTCATCCAAATCGAGGGGTATATGCCCTTGGATTGCATGTTCTGCAGCCAGACCTTCACACATTCAGAAGACCTTAATAAACATGTCTTAATGCAACACCGGCCTACCCTCTGTGAACCAGCAGTTCTTCGGGTTGAAGCAGAGTATCTCAGTCCGCTTGATAAAAGTCAAGTGCGAACAGAACCTCCCAAGGAAAAGAATTGCAAGGAAAATGAATTTAGCTGTGAGGTATGTGGGCAGACATTTAGAGTCGCTTTTGATGTTGAGATCCACATGAGAACACACAAAGATTCTTTCACTTACGGGTGTAACATGTGCGGAAGAAGATTCAAGGAGCCTTGGTTTCTTAAAAATCACATGCGGACACATAATGGCAAATCGGGGGCCAGAAGCAAACTGCAGCAAGGCTTGGAGAGTAGTCCAGCAACGATCAACGAGGTCGTCCAGGTGCACGCGGCCGAGAGCATCTCCTCTCCTTACAAAATCTGCATGGTTTGTGGCTTCCTATTTCCAAATAAAGAAAGTCTAATTGAGCACCGCAAGGTGCACACCAAAAAAACTGCTTTCGGTACCAGCAGCGCGCAGACAGACTCTCCACAAGGAGGAATGCCGTCCTCGAGGGAGGACTTCCTGCAGTTGTTCAACTTGAGACCAAAATCTCACCCTGAAACGGGGAAGAAGCCTGTCAGATGCATCCCTCAGCTCGATCCGTTCACCACCTTCCAGGCTTGGCAGCTGGCTACCAAAGGAAAAGTTGCCATTTGCCAAGAAGTGAAGGAATCGGGGCAAGAAGGGAGCACCGACAACGACGATTCGAGTTCCGAGAAGGAGCTTGGAGAAACAAATAAGGGCAGTTGTGCAGGCCTCTCGCAAGAGAAAGAGAAGTGCAAACACTCCCACGGCGAAGCGCCCTCCGTGGACGCGGATCCCAAGTTACCCAGTAGCAAGGAGAAGCCCACTCACTGCTCCGAGTGCGGCAAAGCTTTCAGAACCTACCACCAGCTGGTCTTGCACTCCAGGGTCCACAAGAAGGACCGGAGGGCCGGCGCGGAGTCGCCCACCATGTCTGTGGACGGGAGGCAGCCGGGGACGTGTTCTCCTGACCTCGCCGCCCCTCTGGATGAAAATGGAGCCGTGGATCGAGGGGAAGGTGGTTCTGAAGACGGATCTGAGGATGGGCTTCCCGAAGGAATCCATCTGGATAAAAATGATGATGGAGGAAAAATAAAACATCTTACATCTTCAAGAGAGTGTAGTTATTGTGGAAAGTTTTTCCGTTCAAATTATTACCTCAATATTCATCTCAGAACGCATACAGGTGAAAAACCATACAAATGTGAATTTTGTGAATATGCTGCAGCCCAGAAGACATCTCTGAGGTATCACTTGGAGAGACATCACAAGGAAAAACAAACCGATGTTGCTGCTGAAGTCAAGAACGATGGTAAAAATCAGGACACTGAAGATGCACTATTAACCGCTGACAGTGCGCAAACCAAAAATTTGAAAAGATTTTTTGATGGTGCCAAAGATGTTACAGGCAGTCCACCTGCAAAGCAGCTTAAGGAGATGCCTTCTGTTTTTCAGAATGTTCTGGGCAGCGCTGTCCTCTCACCAGCACACAAAGATACTCAGGATTTCCATAAAAATGCAGCTGATGACAGTGCTGATAAAGTGAATAAAAACCCTACCCCTGCTTACCTGGACCTGTTAAAAAAGAGATCAGCAGTTGAAACTCAGGCAAATAACCTCATCTGTAGAACCAAGGCGGATGTTACTCCTCCTCCGGATGGCAGTACCACCCATAACCTTGAAGTTAGCCCCAAAGAGAAGCAAACGGAGACCGCAGCTGACTGCAGATACAGGCCAAGTGTGGATTGTCACGAAAAACCTTTAAATTTATCCGTGGGGGCTCTTCACAATTGCCCGGCAATTTCTTTGAGTAAAAGTTTGATTCCAAGTATCACCTGTCCATTTTGTACCTTCAAGACATTTTATCCAGAAGTTTTAATGATGCACCAGAGACTGGAGCATAAATACAATCCTGACGTTCATAAAAACTGTCGAAACAAGTCCTTGCTTAGAAGTCGACGTACCGGATGCCCGCCAGCGTTGCTGGGAAAAGATGTGCCTCCCCTCTCTAGTTTCTGTAAACCCAAGCCCAAGTCTGCTTTCCCGGCGCAGTCCAAATCCCTGCCATCTGCGAAGGGGAAGCAGAGCCCTCCTGGGCCAGGCAAGGCCCCTCTGACTTCAGGGATAGACTCTAGCACTTTAGCCCCAAGTAACCTGAAGTCCCACAGACCACAGCAGAATGTGGGGGTCCAAGGGGCCGCCACCAGGCAACAGCAATCTGAGATGTTTCCTAAAACCAGTGTTTCCCCTGCACCGGATAAGACAAAAAGACCCGAGACAAAATTGAAACCTCTTCCAGTAGCTCCTTCTCAGCCCACCCTCGGCAGCAGTAACATCAATGGTTCCATCGACTACCCCGCCAAGAACGACAGCCCGTGGGCACCTCCGGGAAGAGACTATTTCTGTAATCGGAGTGCCAGCAATACTGCAGCAGAATTTGGTGAGCCCCTTCCAAAAAGACTGAAGTCCAGCGTGGTTGCCCTTGACGTTGACCAGCCCGGGGCCAATTACAGAAGAGGCTATGACCTTCCCAAGTACCATATGGTCAGAGGCATCACATCACTGTTACCGCAGGACTGTGTGTATCCGTCGCAGGCGCTGCCTCCCAAACCAAGGTTCCTGAGCTCCAGCGAGGTCGATTCTCCAAATGTGCTGACTGTTCAGAAGCCCTATGGTGGCTCCGGGCCACTTTACACTTGTGTGCCTGCTGGTAGTCCAGCATCCAGCTCGACGTTAGAAGGAAAAAGGCCTGTGTCATATCAACACTTATCTAACAGCATGGCACAAAAGAGAAACTATGAGAATTTTATTGGGAATGCACATTATCGACCAAATGACAAAAAAACTTGA-3’

MUT of ZNF217
5’-ATGCAATCGAAAGTGACAGGAAACATGCCAACTCAATCCCTC
TTAATGTACATGGATGGGCCAGAAGTGATTGGCAGCTCTCTTGGCAGTCCGATGGAGATGGAGGATGCCTTGTCAATGAAAGGGACCGCTGTTGTTCCATTCCGAGCTACACAAGAAAAAAATGTCATCCAAATCGAGGGGTATATGCCCTTGGATTGCATGTTCTGCAGCCAGACCTTCACACATTCAGAAGACCTTAATAAACATGTCTTAATGCAACACCGGCCTACCCTCTGTGAACCAGCAGTTCTTCGGGTTGAAGCAGAGTATCTCAGTCCGCTTGATAAAAGTCAAGTGCGAACAGAACCTCCCAAGGAAAAGAATTGCAAGGAAAATGAATTTAGCTGTGAGGTATGTGGGCAGACATTTAGAGTCGCTTTTGATGTTGAGATCCACATGAGAACACACAAAGATTCTTTCACTTACGGGTGTAACATGTGCGGAAGAAGATTCAAGGAGCCTTGGTTTCTTAAAAATCACATGCGGACACATAATGGCAAATCGGGGGCCAGAAGCAAACTGCAGCAAGGCTTGGAGAGTAGTCCAGCAACGATCAACGAGGTCGTCCAGGTGCACGCGGCCGAGAGCATCTCCTCTCCTTACAAAATCTGCATGGTTTGTGGCTTCCTATTTCCAAATAAAGAAAGTCTAATTGAGCACCGCAAGGTGCACACCAAAAAAACTGCTTTCGGTACCAGCAGCGCGCAGACAGACTCTCCACAAGGAGGAATGCCGTCCTCGAGGGAGGACTTCCTGCAGTTGTTCAACTTGAGACCAAAATCTCACCCTGAAACGGGGAAGAAGCCTGTCAGATGCATCCCTCAGCTCGATCCGTTCACCACCTTCCAGGCTTGGCAGCTGGCTACCAAAGGAAAAGTTGCCATTTGCCAAGAAGTGAAGGAATCGGGGCAAGAAGGGAGCACCGACAACGACGATTCGAGTTCCGAGAAGGAGCTTGGAGAAACAAATAAGGGCAGTTGTGCAGGCCTCTCGCAAGAGAAAGAGAAGTGCAAACACTCCCACGGCGAAGCGCCCTCCGTGGACGCGGATCCCAAGTTACCCAGTAGCAAGGAGAAGCCCACTCACTGCTCCGAGTGCGGCAAAGCTTTCAGAACCTACCACCAGCTGGTCTTGCACTCCAGGGTCCACAAGAAGGACCGGAGGGCCGGCGCGGAGTCGCCCACCATGTCTGTGGACGGGAGGCAGCCGGGGACGTGTTCTCCTGACCTCGCCGCCCCTCTGGATGAAAATGGAGCCGTGGATCGAGGGGAAGGTGGTTCTGAAGACGGATCTGAGGATGGGCTTCCCGAAGGAATCCATCTGGATAAAAATGATGATGGAGGAAAAATAAAACATCTTACATCTTCAAGAGAGTGTAGTTATTGTGGAAAGTTTTTCCGTTCAAATTATTACCTCAATATTCATCTCAGAACGCATACAGGTGAAAAACCATACAAATGTGAATTTTGTGAATATGCTGCAGCCCAGAAGACATCTCTGAGGTATCACTTGGAGAGACATCACAAGGAAAAACAAACCGATGTTGCTGCTGAAGTCAAGAACGATGGTAAAAATCAGGACACTGAAGATGCACTATTAACCGCTGACAGTGCGCAAACCAAAAATTTGAAAAGATTTTTTGATGGTGCCAAAGATGTTACAGGCAGTCCACCTGCAAAGCAGCTTAAGGAGATGCCTTCTGTTTTTCAGAATGTTCTGGGCAGCGCTGTCCTCTCACCAGCACACAAAGATACTCAGGATTTCCATAAAAATGCAGCTGATGACAGTGCTGATAAAGTGAATAAAAACCCTACCCCTGCTTACCTGGACCTGTTAAAAAAGAGATCAGCAGTTGAAACTCAGGCAAATAACCTCATCTGTAGAACCAAGGCGGATGTTACTCCTCCTCCGGATGGCAGTACCACCCATAACCTTGAAGTTAGCCCCAAAGAGAAGCAAACGGAGACCGCAGCTGACTGCAGATACAGGCCAAGTGTGGATTGTCACGAAAAACCTTTAAATTTATCCGTGGGGGCTCTTCACAATTGCCCGGCAATTTCTTTGAGTAAAAGTTTGATTCCAAGTATCACCTGTCCATTTTGTACCTTCAAGACAAAATACCAGAAGTTTTAATGATGCACCAGAGACTGGAGCATAAATACAATCCTGACGTTCATAAAAACTGTCGAAACAAGTCCTTGCTTAGAAGTCGACGTACCGGATGCCCGCCAGCGTTGCTGGGAAAAGATGTGCCTCCCCTCTCTAGTTTCTGTAAACCCAAGCCCAAGTCTGCTTTCCCGGCGCAGTCCAAATCCCTGCCATCTGCGAAGGGGAAGCAGAGCCCTCCTGGGCCAGGCAAGGCCCCTCTGACTTCAGGGATAGACTCTAGCACTTTAGCCCCAAGTAACCTGAAGTCCCACAGACCACAGCAGAATGTGGGGGTCCAAGGGGCCGCCACCAGGCAACAGCAATCTGAGATGTTTCCTAAAACCAGTGTTTCCCCTGCACCGGATAAGACAAAAAGACCCGAGACAAAATTGAAACCTCTTCCAGTAGCTCCTTCTCAGCCCACCCTCGGCAGCAGTAACATCAATGGTTCCATCGACTACCCCGCCAAGAACGACAGCCCGTGGGCACCTCCGGGAAGAGACTATTTCTGTAATCGGAGTGCCAGCAATACTGCAGCAGAATTTGGTGAGCCCCTTCCAAAAAGACTGAAGTCCAGCGTGGTTGCCCTTGACGTTGACCAGCCCGGGGCCAATTACAGAAGAGGCTATGACCTTCCCAAGTACCATATGGTCAGAGGCATCACATCACTGTTACCGCAGGACTGTGTGTATCCGTCGCAGGCGCTGCCTCCCAAACCAAGGTTCCTGAGCTCCAGCGAGGTCGATTCTCCAAATGTGCTGACTGTTCAGAAGCCCTATGGTGGCTCCGGGCCACTTTACACTTGTGTGCCTGCTGGTAGTCCAGCATCCAGCTCGACGTTAGAAGGAAAAAGGCCTGTGTCATATCAACACTTATCTAACAGCATGGCACAAAAGAGAAACTATGAGAATTTTATTGGGAATGCACATTATCGACCAAATGACAAAAAAACTTGA-3’

PCR primer sequences：
MiR-3163
Reverse transcription stem ring primer： CTCAACTGGTGTCGTGGAGTCGGCAATTCAGTTGAGCGTCTTAC
Forward primer
GCCGAGTATAAAATGAGGGCA
Reverse primer
CTCAACTGGTGTCGTGGA

MiR-3150b-3p
Reverse transcription stem ring primer： CTCAACTGGTGTCGTGGAGTCGGCAATTCAGTTGAGCCCAACCT
Forward primer
GCCGAGTGAGGAGATCGTCG
Reverse primer
CTCAACTGGTGTCGTGGA

MiR-4784
Reverse transcription stem ring primer： CTCAACTGGTGTCGTGGAGTCGGCAATTCAGTTGAGCTCAGTC
Forward primer
GCCGAGTGAGGAGATGCTGG
Reverse primer
CTCAACTGGTGTCGTGGA

U6
Forward primer
CTCGCTTCGGCAGCACA
Reverse primer
AACGCTTCACGAATTTGCGT

CTBP1-AS2
Forward primer
CACGTGTGGAGCCCTTGTAG
Reverse primer
ACCAACCACATCGTCCCTTC

ZNF217
Forward primer
ACCAACCACATCGTCCCTTC
Reverse primer
TCTCTTTTGTGCCATGCTGTT

GAPDH 
Forward primer
GGAGCGAGATCCCTCCAAAAT
Reverse primer
GGCTGTTGTCATACTTCTCATGG




