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	Gene.Set.Term
	Observed.score
	Pvalue
	Adjusted.Pvalue

	HALLMARK_EPITHELIAL_MESENCHYMAL_TRANSITION
	0.7306646
	0
	0

	HALLMARK_MYOGENESIS
	0.6739765
	0
	0

	HALLMARK_ANGIOGENESIS
	0.6485627
	0
	0

	HALLMARK_HEDGEHOG_SIGNALING
	0.5432454
	0.006
	0.025237

	HALLMARK_UV_RESPONSE_DN
	0.5414871
	0
	0

	HALLMARK_HYPOXIA
	0.5210382
	0
	0

	HALLMARK_TGF_BETA_SIGNALING
	0.4994198
	0.006
	0.025237

	HALLMARK_PROTEIN_SECRETION
	0.4901907
	0
	0

	HALLMARK_APICAL_JUNCTION
	0.4860184
	0
	0

	HALLMARK_GLYCOLYSIS
	0.4759632
	0
	0

	HALLMARK_COAGULATION
	0.4612154
	0
	0

	HALLMARK_MYC_TARGETS_V1
	0.4342147
	0
	0

	HALLMARK_UNFOLDED_PROTEIN_RESPONSE
	0.427253
	0
	0

	HALLMARK_KRAS_SIGNALING_UP
	0.3870632
	0
	0

	HALLMARK_MTORC1_SIGNALING
	0.3864453
	0
	0

	HALLMARK_TNFA_SIGNALING_VIA_NFKB
	0.3690141
	0.002
	0.009795

	HALLMARK_MITOTIC_SPINDLE
	0.3604386
	0.002
	0.009795



