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Q53GS9U4/U6.U5 tri-snRNP-associated protein 2 OS=Homo sapiens GN=USP39 PE=1 SV=2 - [SNUT2_HUMAN]79.47 10 45 45 662 10476.50 79.47 45 600 770.53 48.32 18 62 565 65.3 8.91

P19338Nucleolin OS=Homo sapiens GN=NCL PE=1 SV=3 - [NUCL_HUMAN]35.07 9 14 30 86 1784.22 35.07 30 77 385.85 11.27 5 9 710 76.6 4.70

H7BY16Nucleolin (Fragment) OS=Homo sapiens GN=NCL PE=1 SV=3 - [H7BY16_HUMAN]53.20 1 1 17 58 1130.42 53.20 17 49 385.85 26.94 5 9 297 32.4 5.36

P01859Ig gamma-2 chain C region OS=Homo sapiens GN=IGHG2 PE=1 SV=2 - [IGHG2_HUMAN]12.88 5 2 2 149 944.35 12.88 2 73 1304.00 10.12 1 76 326 35.9 7.59

A8K4Z4cDNA FLJ75549, highly similar to Homo sapiens ribosomal protein, large, P0 (RPLP0), transcript variant 1, mRNA OS=Homo sapiens PE=2 SV=1 - [A8K4Z4_HUMAN]59.94 19 14 14 38 843.76 59.94 14 35 76.36 9.15 2 3 317 34.2 5.97

Q0287860S ribosomal protein L6 OS=Homo sapiens GN=RPL6 PE=1 SV=3 - [RL6_HUMAN]45.49 12 16 16 44 803.05 45.49 16 41 43.55 11.11 2 3 288 32.7 10.58

O75643U5 small nuclear ribonucleoprotein 200 kDa helicase OS=Homo sapiens GN=SNRNP200 PE=1 SV=2 - [U520_HUMAN]31.84 10 51 51 54 698.70 31.84 51 54 2136 244.4 6.06

P67809Nuclease-sensitive element-binding protein 1 OS=Homo sapiens GN=YBX1 PE=1 SV=3 - [YBOX1_HUMAN]44.14 12 9 14 33 649.84 44.14 14 31 53.03 5.25 1 2 324 35.9 9.88

A0A087WTT1Polyadenylate-binding protein 1 OS=Homo sapiens GN=PABPC1 PE=1 SV=1 - [A0A087WTT1_HUMAN]43.68 31 13 21 36 586.63 43.68 21 35 46.34 4.60 1 1 522 58.5 9.26

P16403Histone H1.2 OS=Homo sapiens GN=HIST1H1C PE=1 SV=2 - [H12_HUMAN]25.35 3 5 8 24 575.82 25.35 8 24 213 21.4 10.93

P6290660S ribosomal protein L10a OS=Homo sapiens GN=RPL10A PE=1 SV=2 - [RL10A_HUMAN]49.77 3 12 12 34 571.10 49.77 12 34 217 24.8 9.94

P0538760S acidic ribosomal protein P2 OS=Homo sapiens GN=RPLP2 PE=1 SV=1 - [RLA2_HUMAN]79.13 2 9 9 18 569.90 79.13 9 18 115 11.7 4.54

P6288860S ribosomal protein L30 OS=Homo sapiens GN=RPL30 PE=1 SV=2 - [RL30_HUMAN]72.17 8 9 9 23 548.51 72.17 9 23 115 12.8 9.63

P3005060S ribosomal protein L12 OS=Homo sapiens GN=RPL12 PE=1 SV=1 - [RL12_HUMAN]60.00 4 7 7 23 546.56 60.00 7 22 64.88 9.09 1 1 165 17.8 9.42

P16989Y-box-binding protein 3 OS=Homo sapiens GN=YBX3 PE=1 SV=4 - [YBOX3_HUMAN]38.44 6 1 10 24 530.24 38.44 10 22 53.03 4.57 1 2 372 40.1 9.77

P11142Heat shock cognate 71 kDa protein OS=Homo sapiens GN=HSPA8 PE=1 SV=1 - [HSP7C_HUMAN]47.99 28 22 25 38 527.16 47.99 25 38 646 70.9 5.52

A0A024RAV4Cold shock domain protein A, isoform CRA_b OS=Homo sapiens GN=CSDA PE=4 SV=1 - [A0A024RAV4_HUMAN]46.86 6 1 10 24 522.71 46.86 10 22 53.03 5.61 1 2 303 31.9 9.66

P08107Heat shock 70 kDa protein 1A/1B OS=Homo sapiens GN=HSPA1A PE=1 SV=5 - [HSP71_HUMAN]32.76 16 16 18 26 504.38 32.76 18 26 641 70.0 5.66

P6242460S ribosomal protein L7a OS=Homo sapiens GN=RPL7A PE=1 SV=2 - [RL7A_HUMAN]54.14 4 18 18 30 499.00 54.14 18 29 37.93 9.02 1 1 266 30.0 10.61

P3657860S ribosomal protein L4 OS=Homo sapiens GN=RPL4 PE=1 SV=5 - [RL4_HUMAN]43.56 10 16 16 28 461.91 43.56 16 28 427 47.7 11.06

B4DY09Interleukin enhancer-binding factor 2 OS=Homo sapiens GN=ILF2 PE=1 SV=1 - [B4DY09_HUMAN]44.32 6 11 11 20 444.70 44.32 11 20 352 38.9 4.94

Q07955Serine/arginine-rich splicing factor 1 OS=Homo sapiens GN=SRSF1 PE=1 SV=2 - [SRSF1_HUMAN]34.68 8 10 10 19 426.25 34.68 10 19 248 27.7 10.36

P26368Splicing factor U2AF 65 kDa subunit OS=Homo sapiens GN=U2AF2 PE=1 SV=4 - [U2AF2_HUMAN]40.63 3 14 14 30 418.34 40.63 14 28 31.96 2.74 1 2 475 53.5 9.09

Q6P2Q9Pre-mRNA-processing-splicing factor 8 OS=Homo sapiens GN=PRPF8 PE=1 SV=2 - [PRP8_HUMAN]25.52 8 46 46 48 400.78 25.52 46 48 2335 273.4 8.84

Q9NZI8Insulin-like growth factor 2 mRNA-binding protein 1 OS=Homo sapiens GN=IGF2BP1 PE=1 SV=2 - [IF2B1_HUMAN]26.69 2 11 13 16 392.47 26.69 13 16 577 63.4 9.20

B3KX19cDNA FLJ44500 fis, clone UTERU3000828, highly similar to 116 kDa U5 small nuclear ribonucleoprotein component OS=Homo sapiens PE=2 SV=1 - [B3KX19_HUMAN]32.74 12 23 23 29 383.69 32.74 23 28 27.59 2.18 1 1 962 108.1 5.00

A8K590cDNA FLJ77456, highly similar to Homo sapiens interleukin enhancer binding factor 3, 90kDa (ILF3), transcript variant 2, mRNA OS=Homo sapiens PE=2 SV=1 - [A8K590_HUMAN]29.77 18 18 18 26 378.30 29.77 18 26 702 76.0 7.75

Q0QEW260S ribosomal protein L18 (Fragment) OS=Homo sapiens GN=RPL18 PE=2 SV=1 - [Q0QEW2_HUMAN]44.51 9 7 7 14 371.10 44.51 7 13 34.18 7.93 1 1 164 18.7 11.81

B1ANR0Poly(A) binding protein, cytoplasmic 4 (Inducible form), isoform CRA_e OS=Homo sapiens GN=PABPC4 PE=1 SV=1 - [B1ANR0_HUMAN]28.62 16 7 15 20 362.75 28.62 15 19 46.34 3.90 1 1 615 67.9 9.45

B3KPS3cDNA FLJ32131 fis, clone PEBLM2000267, highly similar to Tubulin alpha-ubiquitous chain OS=Homo sapiens PE=2 SV=1 - [B3KPS3_HUMAN]34.13 37 9 10 12 331.03 34.13 10 12 416 46.2 5.12

P46087Probable 28S rRNA (cytosine(4447)-C(5))-methyltransferase OS=Homo sapiens GN=NOP2 PE=1 SV=2 - [NOP2_HUMAN]27.71 8 17 17 18 317.60 27.71 17 18 812 89.2 9.23

D6R9P3Heterogeneous nuclear ribonucleoprotein A/B OS=Homo sapiens GN=HNRNPAB PE=1 SV=1 - [D6R9P3_HUMAN]37.50 8 11 12 17 312.50 37.50 12 17 280 30.3 7.91

P11387DNA topoisomerase 1 OS=Homo sapiens GN=TOP1 PE=1 SV=2 - [TOP1_HUMAN]30.98 20 23 23 28 298.47 30.98 23 28 765 90.7 9.31

Q9NR30Nucleolar RNA helicase 2 OS=Homo sapiens GN=DDX21 PE=1 SV=5 - [DDX21_HUMAN]28.10 9 19 19 26 286.12 28.10 19 26 783 87.3 9.28

P6131360S ribosomal protein L15 OS=Homo sapiens GN=RPL15 PE=1 SV=2 - [RL15_HUMAN]50.49 10 12 12 20 285.49 50.49 12 20 204 24.1 11.62

E4W6B6RPL27/NME2 fusion protein (Fragment) OS=Homo sapiens GN=RPL27 PE=2 SV=1 - [E4W6B6_HUMAN]46.83 7 6 6 16 279.67 46.83 6 16 126 14.2 10.46

B3KY11cDNA FLJ46571 fis, clone THYMU3041428, highly similar to Probable ATP-dependent RNA helicase DDX23 (EC 3.6.1.-) OS=Homo sapiens PE=2 SV=1 - [B3KY11_HUMAN]30.38 8 22 22 22 272.55 30.38 22 22 800 93.2 9.50

O94906Pre-mRNA-processing factor 6 OS=Homo sapiens GN=PRPF6 PE=1 SV=1 - [PRP6_HUMAN]23.17 1 20 20 22 265.49 23.17 20 22 941 106.9 8.25

Q0VGD6HNRPR protein (Fragment) OS=Homo sapiens GN=HNRPR PE=2 SV=1 - [Q0VGD6_HUMAN]32.62 14 17 17 19 263.44 32.62 17 19 607 67.8 8.91

P6224140S ribosomal protein S8 OS=Homo sapiens GN=RPS8 PE=1 SV=2 - [RS8_HUMAN]44.71 3 8 8 14 260.70 44.71 8 14 208 24.2 10.32

P1812460S ribosomal protein L7 OS=Homo sapiens GN=RPL7 PE=1 SV=1 - [RL7_HUMAN]41.94 6 10 10 13 258.15 41.94 10 13 248 29.2 10.65

Q9HCE1Putative helicase MOV-10 OS=Homo sapiens GN=MOV10 PE=1 SV=2 - [MOV10_HUMAN]20.94 5 16 16 18 256.05 20.94 16 18 1003 113.6 8.82

Q9NW13RNA-binding protein 28 OS=Homo sapiens GN=RBM28 PE=1 SV=3 - [RBM28_HUMAN]16.34 5 11 11 12 252.23 16.34 11 12 759 85.7 9.22

Q8TBW1Putative uncharacterized protein (Fragment) OS=Homo sapiens PE=2 SV=1 - [Q8TBW1_HUMAN]41.71 15 14 14 17 245.51 41.71 14 17 374 42.7 9.99

J3KP15Serine/arginine-rich-splicing factor 2 (Fragment) OS=Homo sapiens GN=SRSF2 PE=1 SV=3 - [J3KP15_HUMAN]38.06 13 3 5 8 243.63 38.06 5 8 134 15.5 11.06

P6291760S ribosomal protein L8 OS=Homo sapiens GN=RPL8 PE=1 SV=2 - [RL8_HUMAN]33.46 6 7 7 12 243.14 33.46 7 12 257 28.0 11.03

B4DZQ5cDNA FLJ51417, highly similar to Serine/threonine-protein kinase PRP4 homolog (EC 2.7.11.1) OS=Homo sapiens PE=2 SV=1 - [B4DZQ5_HUMAN]19.23 3 1 14 16 240.81 19.23 14 16 993 115.4 10.27

A0PJJ5SRP72 protein (Fragment) OS=Homo sapiens GN=SRP72 PE=2 SV=1 - [A0PJJ5_HUMAN]34.17 8 16 16 17 238.68 34.17 16 17 559 62.6 8.32

F8W6I7Heterogeneous nuclear ribonucleoprotein A1 OS=Homo sapiens GN=HNRNPA1 PE=1 SV=2 - [F8W6I7_HUMAN]22.80 16 5 5 5 236.62 22.80 5 5 307 33.1 9.13

Q13523Serine/threonine-protein kinase PRP4 homolog OS=Homo sapiens GN=PRPF4B PE=1 SV=3 - [PRP4B_HUMAN]19.36 3 1 14 16 229.51 19.36 14 16 1007 116.9 10.26



Q92522Histone H1x OS=Homo sapiens GN=H1FX PE=1 SV=1 - [H1X_HUMAN]28.17 1 6 6 8 228.71 28.17 6 8 213 22.5 10.76

A8K7N0cDNA FLJ75556, highly similar to Homo sapiens ribosomal protein L14, mRNA OS=Homo sapiens PE=2 SV=1 - [A8K7N0_HUMAN]31.19 6 1 6 12 228.59 31.19 6 11 64.98 5.50 1 1 218 23.6 10.84

E7ETK040S ribosomal protein S24 OS=Homo sapiens GN=RPS24 PE=1 SV=1 - [E7ETK0_HUMAN]29.77 3 4 4 9 228.16 29.77 4 9 131 15.2 10.89

P4920760S ribosomal protein L34 OS=Homo sapiens GN=RPL34 PE=1 SV=3 - [RL34_HUMAN]37.61 2 7 7 12 226.82 37.61 7 12 117 13.3 11.47

A8K644Splicing factor, arginine/serine-rich 4, isoform CRA_b OS=Homo sapiens GN=SFRS4 PE=2 SV=1 - [A8K644_HUMAN]20.65 6 4 10 13 223.85 20.65 10 13 494 56.7 11.52

B7ZKK5EPO protein OS=Homo sapiens GN=EPO PE=2 SV=1 - [B7ZKK5_HUMAN]12.50 4 2 2 12 219.73 12.50 2 6 292.86 12.50 2 6 192 21.2 7.75

Q59GY3Arginine/serine-rich splicing factor 6 variant (Fragment) OS=Homo sapiens PE=2 SV=1 - [Q59GY3_HUMAN]31.54 7 4 10 13 218.49 31.54 10 13 279 31.8 10.95

Q86Y74CROP protein (Fragment) OS=Homo sapiens GN=CROP PE=2 SV=1 - [Q86Y74_HUMAN]49.40 11 11 11 12 217.91 49.40 11 12 251 28.9 7.01

Q0254360S ribosomal protein L18a OS=Homo sapiens GN=RPL18A PE=1 SV=2 - [RL18A_HUMAN]39.77 12 7 7 9 204.60 39.77 7 9 176 20.7 10.71

P68104Elongation factor 1-alpha 1 OS=Homo sapiens GN=EEF1A1 PE=1 SV=1 - [EF1A1_HUMAN]16.88 37 6 6 12 202.77 16.88 6 9 96.27 6.28 1 3 462 50.1 9.01

Q6IPH7RPL14 protein OS=Homo sapiens GN=RPL14 PE=2 SV=1 - [Q6IPH7_HUMAN]31.82 6 1 6 11 201.30 31.82 6 10 64.98 5.45 1 1 220 23.8 10.93

H0YA96Heterogeneous nuclear ribonucleoprotein D0 (Fragment) OS=Homo sapiens GN=HNRNPD PE=1 SV=1 - [H0YA96_HUMAN]19.05 12 2 4 6 199.67 19.05 4 6 210 23.9 9.58

O76021Ribosomal L1 domain-containing protein 1 OS=Homo sapiens GN=RSL1D1 PE=1 SV=3 - [RL1D1_HUMAN]34.08 9 15 15 15 196.64 34.08 15 15 490 54.9 10.13

P06748Nucleophosmin OS=Homo sapiens GN=NPM1 PE=1 SV=2 - [NPM_HUMAN]28.23 17 5 5 7 190.53 28.23 5 7 294 32.6 4.78

Q9Y383Putative RNA-binding protein Luc7-like 2 OS=Homo sapiens GN=LUC7L2 PE=1 SV=2 - [LC7L2_HUMAN]34.69 14 13 13 17 186.18 34.69 13 17 392 46.5 10.01

A8K9U6cDNA FLJ76121, highly similar to Homo sapiens zinc finger CCCH-type, antiviral 1 (ZC3HAV1), transcript variant 1, mRNA OS=Homo sapiens PE=2 SV=1 - [A8K9U6_HUMAN]17.85 5 12 12 13 184.33 17.85 12 13 902 101.4 8.35

Q86YZ3Hornerin OS=Homo sapiens GN=HRNR PE=1 SV=2 - [HORN_HUMAN]13.44 1 9 9 14 183.91 11.05 8 10 68.46 6.56 4 4 2850 282.2 10.04

B4DTA2cDNA FLJ60148, highly similar to Homo sapiens heterogeneous nuclear ribonucleoprotein D-like (HNRPDL), transcript variant 2, mRNA OS=Homo sapiens PE=2 SV=1 - [B4DTA2_HUMAN]14.02 5 2 4 6 183.24 14.02 4 6 271 30.2 8.72

Q8NE71ATP-binding cassette sub-family F member 1 OS=Homo sapiens GN=ABCF1 PE=1 SV=2 - [ABCF1_HUMAN]25.56 8 17 17 20 182.50 25.56 17 20 845 95.9 6.80

P19474E3 ubiquitin-protein ligase TRIM21 OS=Homo sapiens GN=TRIM21 PE=1 SV=1 - [RO52_HUMAN]37.26 2 14 14 22 171.63 31.79 12 13 111.26 22.11 9 9 475 54.1 6.38

Q9UHX1Poly(U)-binding-splicing factor PUF60 OS=Homo sapiens GN=PUF60 PE=1 SV=1 - [PUF60_HUMAN]20.04 7 8 8 9 166.76 20.04 8 9 559 59.8 5.29

B4DLM0cDNA FLJ60296, highly similar to RNA-binding region-containing protein 2 OS=Homo sapiens PE=2 SV=1 - [B4DLM0_HUMAN]23.66 26 10 10 12 164.99 23.66 10 12 503 56.3 10.39

F6KPG5Albumin (Fragment) OS=Homo sapiens PE=2 SV=1 - [F6KPG5_HUMAN]8.89 14 6 6 14 161.50 8.89 5 8 178.39 6.15 4 6 585 66.5 6.04

A1L407Histone cluster 1, H1t OS=Homo sapiens GN=HIST1H1T PE=2 SV=1 - [A1L407_HUMAN]18.36 3 2 5 10 160.91 18.36 5 10 207 22.0 11.72

P2339640S ribosomal protein S3 OS=Homo sapiens GN=RPS3 PE=1 SV=2 - [RS3_HUMAN]36.21 17 7 7 7 156.57 36.21 7 7 243 26.7 9.66

Q9H6S0Probable ATP-dependent RNA helicase YTHDC2 OS=Homo sapiens GN=YTHDC2 PE=1 SV=2 - [YTDC2_HUMAN]11.26 5 13 13 17 148.09 11.26 13 17 1430 160.1 8.40

P42696RNA-binding protein 34 OS=Homo sapiens GN=RBM34 PE=1 SV=2 - [RBM34_HUMAN]26.28 4 10 10 10 146.14 26.28 10 10 430 48.5 10.11

G3V576Heterogeneous nuclear ribonucleoproteins C1/C2 OS=Homo sapiens GN=HNRNPC PE=1 SV=1 - [G3V576_HUMAN]27.71 32 6 6 6 145.58 27.71 6 6 231 25.2 9.82

P1102178 kDa glucose-regulated protein OS=Homo sapiens GN=HSPA5 PE=1 SV=2 - [GRP78_HUMAN]5.96 2 1 3 4 143.75 5.96 3 4 654 72.3 5.16

O00425Insulin-like growth factor 2 mRNA-binding protein 3 OS=Homo sapiens GN=IGF2BP3 PE=1 SV=2 - [IF2B3_HUMAN]16.41 1 6 8 9 143.46 16.41 8 9 579 63.7 8.87

K7EMA760S ribosomal protein L23a OS=Homo sapiens GN=RPL23A PE=1 SV=1 - [K7EMA7_HUMAN]34.29 7 2 2 3 140.19 34.29 2 3 70 7.9 9.23

Q16629Serine/arginine-rich splicing factor 7 OS=Homo sapiens GN=SRSF7 PE=1 SV=1 - [SRSF7_HUMAN]32.35 5 7 8 10 139.74 32.35 8 10 238 27.4 11.82

Q01081Splicing factor U2AF 35 kDa subunit OS=Homo sapiens GN=U2AF1 PE=1 SV=3 - [U2AF1_HUMAN]37.50 7 6 6 9 139.61 37.50 6 8 32.79 10.83 1 1 240 27.9 8.81

Q86UE4Protein LYRIC OS=Homo sapiens GN=MTDH PE=1 SV=2 - [LYRIC_HUMAN]9.62 4 5 5 5 137.47 9.62 5 5 582 63.8 9.32

Q9Y3U860S ribosomal protein L36 OS=Homo sapiens GN=RPL36 PE=1 SV=3 - [RL36_HUMAN]34.29 5 4 4 6 136.03 34.29 4 6 105 12.2 11.59

Q99848Probable rRNA-processing protein EBP2 OS=Homo sapiens GN=EBNA1BP2 PE=1 SV=2 - [EBP2_HUMAN]31.70 4 7 7 7 135.88 31.70 7 7 306 34.8 10.10

P4677760S ribosomal protein L5 OS=Homo sapiens GN=RPL5 PE=1 SV=3 - [RL5_HUMAN]25.93 6 7 7 9 135.52 25.93 7 9 297 34.3 9.72

A0A087WUT6Eukaryotic translation initiation factor 5B OS=Homo sapiens GN=EIF5B PE=1 SV=1 - [A0A087WUT6_HUMAN]9.34 7 10 10 10 133.10 9.34 10 10 1220 138.6 5.58

B7Z8F4cDNA FLJ56523, highly similar to ATP-dependent RNA helicase DHX8 (EC 3.6.1.-) OS=Homo sapiens PE=2 SV=1 - [B7Z8F4_HUMAN]13.89 7 12 12 12 131.56 13.89 12 12 1181 133.9 7.88

Q08211ATP-dependent RNA helicase A OS=Homo sapiens GN=DHX9 PE=1 SV=4 - [DHX9_HUMAN]7.24 4 8 8 8 130.11 7.24 8 8 1270 140.9 6.84

P38159RNA-binding motif protein, X chromosome OS=Homo sapiens GN=RBMX PE=1 SV=3 - [RBMX_HUMAN]22.76 13 8 8 9 128.83 22.76 8 9 391 42.3 10.05

P07305Histone H1.0 OS=Homo sapiens GN=H1F0 PE=1 SV=3 - [H10_HUMAN]23.20 1 4 4 5 127.50 23.20 4 5 194 20.9 10.84

Q5VTL8Pre-mRNA-splicing factor 38B OS=Homo sapiens GN=PRPF38B PE=1 SV=1 - [PR38B_HUMAN]15.75 3 7 7 7 126.49 15.75 7 7 546 64.4 10.54

P62979Ubiquitin-40S ribosomal protein S27a OS=Homo sapiens GN=RPS27A PE=1 SV=2 - [RS27A_HUMAN]31.41 4 4 4 5 125.59 31.41 4 5 156 18.0 9.64

Q7KYM9ORF protein OS=Homo sapiens GN=ORF PE=2 SV=1 - [Q7KYM9_HUMAN]16.14 9 8 8 8 124.96 16.14 8 8 570 59.9 8.41

A0A024RCU9SFRS protein kinase 1, isoform CRA_e OS=Homo sapiens GN=SRPK1 PE=4 SV=1 - [A0A024RCU9_HUMAN]29.74 13 11 12 13 122.44 29.74 12 13 548 61.9 5.69

A0A024R326Ribosomal protein L29, isoform CRA_a OS=Homo sapiens GN=RPL29 PE=4 SV=1 - [A0A024R326_HUMAN]14.65 3 2 2 4 122.43 14.65 2 4 157 17.5 11.66

B5BUB5Autoantigen La (Fragment) OS=Homo sapiens GN=SSB PE=2 SV=1 - [B5BUB5_HUMAN]27.21 8 11 11 11 119.80 27.21 11 11 408 46.8 7.12

P51991Heterogeneous nuclear ribonucleoprotein A3 OS=Homo sapiens GN=HNRNPA3 PE=1 SV=2 - [ROA3_HUMAN]30.95 5 9 9 11 117.50 30.95 9 11 378 39.6 9.01

A0JLQ5BXDC2 protein (Fragment) OS=Homo sapiens GN=BXDC2 PE=2 SV=1 - [A0JLQ5_HUMAN]21.79 5 6 6 8 115.66 21.79 6 8 335 39.1 9.91

Q5JP53Tubulin beta chain OS=Homo sapiens GN=TUBB PE=1 SV=1 - [Q5JP53_HUMAN]44.84 54 3 13 17 115.55 44.84 13 17 426 47.7 4.81



Q15050Ribosome biogenesis regulatory protein homolog OS=Homo sapiens GN=RRS1 PE=1 SV=2 - [RRS1_HUMAN]21.10 1 6 6 6 113.60 21.10 6 6 365 41.2 10.70

A0A024R0J9Heterogeneous nuclear ribonucleoprotein U-like 1, isoform CRA_a OS=Homo sapiens GN=HNRPUL1 PE=4 SV=1 - [A0A024R0J9_HUMAN]12.17 13 8 8 9 110.77 12.17 8 9 756 84.7 8.78

P84103Serine/arginine-rich splicing factor 3 OS=Homo sapiens GN=SRSF3 PE=1 SV=1 - [SRSF3_HUMAN]32.32 2 5 6 6 110.41 32.32 6 6 164 19.3 11.65

Q05BU6SFRS11 protein (Fragment) OS=Homo sapiens GN=SFRS11 PE=2 SV=1 - [Q05BU6_HUMAN]27.64 12 5 5 8 109.93 27.64 5 8 246 24.8 6.34

Q8IYB3Serine/arginine repetitive matrix protein 1 OS=Homo sapiens GN=SRRM1 PE=1 SV=2 - [SRRM1_HUMAN]21.35 6 16 16 16 108.67 21.35 16 16 904 102.3 11.84

A0A0A0MS14Protein IGHV1-45 (Fragment) OS=Homo sapiens GN=IGHV1-45 PE=4 SV=1 - [A0A0A0MS14_HUMAN]9.40 1 1 1 5 107.70 9.40 1 4 44.36 9.40 1 1 117 13.5 9.10

B4DJK0Serine/arginine-rich-splicing factor 5 OS=Homo sapiens GN=SRSF5 PE=1 SV=1 - [B4DJK0_HUMAN]16.94 6 1 2 5 107.44 16.94 2 5 124 14.4 10.08

A0A0A0MRK1G patch domain-containing protein 4 OS=Homo sapiens GN=GPATCH4 PE=4 SV=1 - [A0A0A0MRK1_HUMAN]32.70 8 9 9 10 106.84 32.70 9 10 370 42.0 9.31

H0YEQ8Polyadenylate-binding protein 4 (Fragment) OS=Homo sapiens GN=PABPC4 PE=1 SV=1 - [H0YEQ8_HUMAN]47.32 1 1 4 5 106.13 47.32 4 5 112 12.6 7.96

A0A087WV29N-acetyltransferase 10 OS=Homo sapiens GN=NAT10 PE=1 SV=1 - [A0A087WV29_HUMAN]6.71 2 4 4 4 104.94 6.71 4 4 834 93.5 5.88

Q1ED39Lysine-rich nucleolar protein 1 OS=Homo sapiens GN=KNOP1 PE=1 SV=1 - [KNOP1_HUMAN]21.40 4 8 8 8 103.55 21.40 8 8 458 51.6 9.86

Q8N1H4cDNA FLJ40872 fis, clone TUTER2000283, highly similar to Homo sapiens transformer-2-beta (SFRS10) gene OS=Homo sapiens PE=2 SV=1 - [Q8N1H4_HUMAN]28.17 7 5 5 6 103.14 28.17 5 6 252 29.2 10.65

P15924Desmoplakin OS=Homo sapiens GN=DSP PE=1 SV=3 - [DESP_HUMAN]4.81 7 12 12 14 101.65 4.35 11 11 60.11 1.11 3 3 2871 331.6 6.81

B4DKS8cDNA FLJ57121, highly similar to Heterogeneous nuclear ribonucleoprotein F OS=Homo sapiens PE=2 SV=1 - [B4DKS8_HUMAN]12.43 3 2 3 3 97.56 12.43 3 3 338 37.2 6.05

Q9BU76Multiple myeloma tumor-associated protein 2 OS=Homo sapiens GN=MMTAG2 PE=1 SV=1 - [MMTA2_HUMAN]19.39 1 4 4 4 97.38 19.39 4 4 263 29.4 10.02

O60832H/ACA ribonucleoprotein complex subunit 4 OS=Homo sapiens GN=DKC1 PE=1 SV=3 - [DKC1_HUMAN]11.67 7 5 5 6 97.29 11.67 5 6 514 57.6 9.42

B7Z2D8cDNA FLJ55473, highly similar to G-rich sequence factor 1 OS=Homo sapiens PE=2 SV=1 - [B7Z2D8_HUMAN]20.72 11 6 6 6 97.21 20.72 6 6 362 41.5 5.21

Q08ES8Cell growth-inhibiting protein 34 OS=Homo sapiens PE=2 SV=1 - [Q08ES8_HUMAN]22.03 4 4 4 5 94.95 22.03 4 5 177 20.1 9.60

A0A087WVV2Ribosome-binding protein 1 OS=Homo sapiens GN=RRBP1 PE=1 SV=1 - [A0A087WVV2_HUMAN]4.50 8 4 4 4 94.32 4.50 4 4 934 102.7 5.34

A0A087X1A5Double-stranded RNA-binding protein Staufen homolog 1 OS=Homo sapiens GN=STAU1 PE=1 SV=1 - [A0A087X1A5_HUMAN]16.63 10 6 7 7 93.92 16.63 7 7 493 54.9 9.67

A6NHL2Tubulin alpha chain-like 3 OS=Homo sapiens GN=TUBAL3 PE=1 SV=2 - [TBAL3_HUMAN]5.83 1 1 2 2 93.14 5.83 2 2 446 49.9 6.05

Q7L014Probable ATP-dependent RNA helicase DDX46 OS=Homo sapiens GN=DDX46 PE=1 SV=2 - [DDX46_HUMAN]4.95 4 5 5 5 91.73 4.95 5 5 1031 117.3 9.29

Q9BRL6Serine/arginine-rich splicing factor 8 OS=Homo sapiens GN=SRSF8 PE=1 SV=1 - [SRSF8_HUMAN]11.35 8 1 3 3 91.62 11.35 3 3 282 32.3 11.72

O14617AP-3 complex subunit delta-1 OS=Homo sapiens GN=AP3D1 PE=1 SV=1 - [AP3D1_HUMAN]1.73 4 2 2 2 89.99 1.73 2 2 1153 130.1 8.48

Q7Z6E9E3 ubiquitin-protein ligase RBBP6 OS=Homo sapiens GN=RBBP6 PE=1 SV=1 - [RBBP6_HUMAN]3.24 3 6 6 6 89.68 3.24 6 6 1792 201.4 9.64

E9PCY7Heterogeneous nuclear ribonucleoprotein H OS=Homo sapiens GN=HNRNPH1 PE=1 SV=1 - [E9PCY7_HUMAN]12.59 27 3 4 4 89.13 12.59 4 4 429 47.1 6.34

A8K3Y5cDNA FLJ78186 OS=Homo sapiens PE=2 SV=1 - [A8K3Y5_HUMAN]16.62 2 5 5 5 89.07 16.62 5 5 379 43.6 9.57

P8388160S ribosomal protein L36a OS=Homo sapiens GN=RPL36A PE=1 SV=2 - [RL36A_HUMAN]26.42 7 2 5 5 88.11 26.42 5 5 106 12.4 10.58

Q53GL1Nicotinamide nucleotide adenylyltransferase 1 variant (Fragment) OS=Homo sapiens PE=2 SV=1 - [Q53GL1_HUMAN]19.00 3 4 4 5 87.55 19.00 4 5 279 31.9 8.87

Q96BA7HNRPU protein OS=Homo sapiens PE=2 SV=1 - [Q96BA7_HUMAN]6.79 6 4 4 4 87.45 6.79 4 4 722 79.7 7.87

B2R9I9cDNA, FLJ94417, highly similar to Homo sapiens WD repeat domain 57 (U5 snRNP specific) (WDR57), mRNA OS=Homo sapiens PE=2 SV=1 - [B2R9I9_HUMAN]27.73 3 5 5 5 86.01 27.73 5 5 357 39.2 8.41

A0A024R7L5UPF1 regulator of nonsense transcripts homolog (Yeast), isoform CRA_b OS=Homo sapiens GN=UPF1 PE=4 SV=1 - [A0A024R7L5_HUMAN]8.05 8 7 7 7 85.73 8.05 7 7 1118 123.0 6.68

B2R4V2cDNA, FLJ92227, highly similar to Homo sapiens ribosomal protein L36a-like (RPL36AL), mRNA OS=Homo sapiens PE=2 SV=1 - [B2R4V2_HUMAN]26.42 3 1 4 4 85.23 26.42 4 4 106 12.5 10.65

P4677960S ribosomal protein L28 OS=Homo sapiens GN=RPL28 PE=1 SV=3 - [RL28_HUMAN]20.44 5 4 4 4 84.73 20.44 4 4 137 15.7 12.02

P62805Histone H4 OS=Homo sapiens GN=HIST1H4A PE=1 SV=2 - [H4_HUMAN]21.36 2 2 2 2 83.27 21.36 2 2 103 11.4 11.36

Q7Z612Acidic ribosomal phosphoprotein P1 OS=Homo sapiens PE=2 SV=1 - [Q7Z612_HUMAN]57.52 4 3 3 6 81.78 57.52 3 6 113 11.4 4.36

P6286140S ribosomal protein S30 OS=Homo sapiens GN=FAU PE=1 SV=1 - [RS30_HUMAN]18.64 2 2 2 3 81.20 18.64 2 3 59 6.6 12.15

P1807760S ribosomal protein L35a OS=Homo sapiens GN=RPL35A PE=1 SV=2 - [RL35A_HUMAN]26.36 4 4 4 7 81.06 26.36 4 7 110 12.5 11.06

Q6PKG0La-related protein 1 OS=Homo sapiens GN=LARP1 PE=1 SV=2 - [LARP1_HUMAN]6.30 8 6 6 6 80.42 6.30 6 6 1096 123.4 8.82

A0A087X0P6Protein IGKV2D-29 OS=Homo sapiens GN=IGKV2D-29 PE=4 SV=1 - [A0A087X0P6_HUMAN]19.61 24 2 2 2 79.38 19.61 2 2 102 11.2 5.94

A8K800cDNA FLJ76924, highly similar to Homo sapiens brix domain containing 1 (BXDC1), mRNA OS=Homo sapiens PE=2 SV=1 - [A8K800_HUMAN]21.90 4 7 7 7 78.96 21.90 7 7 306 35.6 9.99

Q53RD8Putative uncharacterized protein LOC84524 (Fragment) OS=Homo sapiens GN=LOC84524 PE=4 SV=1 - [Q53RD8_HUMAN]25.56 2 5 5 5 77.41 25.56 5 5 266 30.8 8.47

V9GZN0Histone H2A gene (lambda-HHG55) (Fragment) OS=Homo sapiens PE=4 SV=1 - [V9GZN0_HUMAN]19.15 19 1 1 1 75.28 19.15 1 1 47 5.0 11.90

Q9BSQ6RPL13A protein (Fragment) OS=Homo sapiens GN=RPL13A PE=2 SV=2 - [Q9BSQ6_HUMAN]13.43 11 3 3 3 75.09 13.43 3 3 201 23.4 10.93

J3QLE5Small nuclear ribonucleoprotein-associated protein N (Fragment) OS=Homo sapiens GN=SNRPN PE=4 SV=1 - [J3QLE5_HUMAN]21.89 13 4 4 5 74.46 21.89 4 5 169 17.5 9.99

Q71DI3Histone H3.2 OS=Homo sapiens GN=HIST2H3A PE=1 SV=3 - [H32_HUMAN]30.15 15 2 2 3 72.97 30.15 2 2 27.32 23.53 1 1 136 15.4 11.27

P6226640S ribosomal protein S23 OS=Homo sapiens GN=RPS23 PE=1 SV=3 - [RS23_HUMAN]23.78 5 3 3 3 72.60 23.78 3 3 143 15.8 10.49

Q5D862Filaggrin-2 OS=Homo sapiens GN=FLG2 PE=1 SV=1 - [FILA2_HUMAN]1.46 1 3 3 3 71.31 0.92 2 2 20.09 0.54 1 1 2391 247.9 8.31

F8W7C660S ribosomal protein L10 OS=Homo sapiens GN=RPL10 PE=1 SV=2 - [F8W7C6_HUMAN]20.25 13 3 3 3 70.66 20.25 3 3 163 18.6 9.95

B4DL14ATP synthase subunit gamma OS=Homo sapiens PE=2 SV=1 - [B4DL14_HUMAN]24.40 4 6 6 6 69.71 24.40 6 6 250 27.5 7.42

A8K7F6cDNA FLJ78244, highly similar to Homo sapiens eukaryotic translation initiation factor 4A, isoform 1 (EIF4A1), mRNA OS=Homo sapiens PE=2 SV=1 - [A8K7F6_HUMAN]15.52 28 5 5 5 69.11 15.52 5 5 406 46.1 5.48



Q14684Ribosomal RNA processing protein 1 homolog B OS=Homo sapiens GN=RRP1B PE=1 SV=3 - [RRP1B_HUMAN]8.58 2 5 5 5 68.02 8.58 5 5 758 84.4 9.76

Q8WXA9Splicing regulatory glutamine/lysine-rich protein 1 OS=Homo sapiens GN=SREK1 PE=1 SV=1 - [SREK1_HUMAN]6.50 2 1 3 3 67.50 6.50 3 3 508 59.3 10.39

P68371Tubulin beta-4B chain OS=Homo sapiens GN=TUBB4B PE=1 SV=1 - [TBB4B_HUMAN]33.48 38 1 11 15 65.91 33.48 11 15 445 49.8 4.89

H0YAS6Polyadenylate-binding protein 1 (Fragment) OS=Homo sapiens GN=PABPC1 PE=1 SV=1 - [H0YAS6_HUMAN]27.81 5 1 3 6 65.70 27.81 3 5 46.34 14.20 1 1 169 17.9 9.19

D6RAN460S ribosomal protein L9 (Fragment) OS=Homo sapiens GN=RPL9 PE=1 SV=3 - [D6RAN4_HUMAN]13.74 8 2 2 2 65.60 13.74 2 2 182 20.9 10.20

B3KRJ9cDNA FLJ34439 fis, clone HLUNG2001146, highly similar to Splicing factor, arginine/serine-rich 12 OS=Homo sapiens PE=2 SV=1 - [B3KRJ9_HUMAN]16.15 4 4 6 6 65.56 16.15 6 6 514 58.2 9.92

Q8N4P8GTPBP4 protein (Fragment) OS=Homo sapiens GN=GTPBP4 PE=2 SV=1 - [Q8N4P8_HUMAN]9.18 6 5 5 5 65.52 9.18 5 5 632 73.7 9.55

P62316Small nuclear ribonucleoprotein Sm D2 OS=Homo sapiens GN=SNRPD2 PE=1 SV=1 - [SMD2_HUMAN]24.58 3 3 3 3 65.15 24.58 3 3 118 13.5 9.91

Q13610Periodic tryptophan protein 1 homolog OS=Homo sapiens GN=PWP1 PE=1 SV=1 - [PWP1_HUMAN]21.16 9 8 8 10 64.88 21.16 8 10 501 55.8 4.77

X5CF57BRD2 OS=Homo sapiens GN=BRD2 PE=4 SV=1 - [X5CF57_HUMAN]5.84 4 4 4 4 62.37 5.84 4 4 754 83.1 9.07

B4E0S6cDNA FLJ55635, highly similar to pre-mRNA-splicing factorATP-dependent RNA helicase DHX15 (EC 3.6.1.-) OS=Homo sapiens PE=2 SV=1 - [B4E0S6_HUMAN]4.97 4 4 4 4 62.14 4.97 4 4 784 89.5 7.46

A8KAQ5cDNA FLJ77404, highly similar to Homo sapiens small nuclear ribonucleoprotein 70kDa polypeptide (RNP antigen) (SNRP70), transcript variant 1, mRNA OS=Homo sapiens PE=2 SV=1 - [A8KAQ5_HUMAN]7.09 4 3 3 3 59.69 7.09 3 3 437 51.5 10.01

D3YTB160S ribosomal protein L32 (Fragment) OS=Homo sapiens GN=RPL32 PE=1 SV=1 - [D3YTB1_HUMAN]31.58 3 4 4 4 59.56 31.58 4 4 133 15.6 11.44

J3QLW760S ribosome subunit biogenesis protein NIP7 homolog OS=Homo sapiens GN=NIP7 PE=1 SV=1 - [J3QLW7_HUMAN]40.00 5 3 3 3 59.25 40.00 3 3 110 12.4 8.27

P62318Small nuclear ribonucleoprotein Sm D3 OS=Homo sapiens GN=SNRPD3 PE=1 SV=1 - [SMD3_HUMAN]15.08 1 2 2 2 58.79 15.08 2 2 126 13.9 10.32

D6R9K7RNA-binding protein 4 OS=Homo sapiens GN=RBM4 PE=1 SV=1 - [D6R9K7_HUMAN]27.33 9 4 4 4 58.63 27.33 4 4 150 17.0 5.97

P38919Eukaryotic initiation factor 4A-III OS=Homo sapiens GN=EIF4A3 PE=1 SV=4 - [IF4A3_HUMAN]3.16 1 1 1 1 57.41 3.16 1 1 411 46.8 6.73

Q2NLD4PURA protein (Fragment) OS=Homo sapiens GN=PURA PE=2 SV=1 - [Q2NLD4_HUMAN]3.51 4 1 1 1 56.96 3.51 1 1 285 32.0 7.05

A0A0A0MRQ5Peroxiredoxin-1 OS=Homo sapiens GN=PRDX1 PE=4 SV=1 - [A0A0A0MRQ5_HUMAN]11.34 6 1 1 1 56.38 11.34 1 1 97 10.7 8.72

H3BV80RNA-binding protein with serine-rich domain 1 OS=Homo sapiens GN=RNPS1 PE=1 SV=2 - [H3BV80_HUMAN]5.69 6 1 1 1 55.37 5.69 1 1 211 24.5 11.90

P6285440S ribosomal protein S26 OS=Homo sapiens GN=RPS26 PE=1 SV=3 - [RS26_HUMAN]44.35 5 4 4 4 54.96 44.35 4 4 115 13.0 11.00

A8K201cDNA FLJ75605, highly similar to Homo sapiens CGI-115 protein (CGI-115), mRNA OS=Homo sapiens PE=2 SV=1 - [A8K201_HUMAN]5.02 2 1 1 1 54.88 5.02 1 1 259 28.9 5.38

G3V1B360S ribosomal protein L21 OS=Homo sapiens GN=RPL21 PE=1 SV=1 - [G3V1B3_HUMAN]12.64 4 1 1 1 54.69 12.64 1 1 87 9.9 10.29

B0QZK4Heterochromatin protein 1-binding protein 3 (Fragment) OS=Homo sapiens GN=HP1BP3 PE=1 SV=1 - [B0QZK4_HUMAN]15.02 4 2 2 2 54.28 15.02 2 2 253 28.5 9.88

A9UFC0Caspase 14 OS=Homo sapiens GN=CASP14 PE=2 SV=1 - [A9UFC0_HUMAN]9.09 2 2 2 2 54.04 9.09 2 2 242 27.6 5.34

A0A087WYV3Nucleolar protein of 40 kDa OS=Homo sapiens GN=ZCCHC17 PE=1 SV=1 - [A0A087WYV3_HUMAN]17.32 7 3 3 3 53.83 17.32 3 3 179 20.4 9.89

Q9BTQ7Similar to ribosomal protein L23 (Fragment) OS=Homo sapiens PE=2 SV=1 - [Q9BTQ7_HUMAN]32.09 6 3 3 3 53.52 32.09 3 3 134 14.1 10.26

Q13151Heterogeneous nuclear ribonucleoprotein A0 OS=Homo sapiens GN=HNRNPA0 PE=1 SV=1 - [ROA0_HUMAN]10.16 1 2 2 2 53.48 10.16 2 2 305 30.8 9.29

F5H018GTP-binding nuclear protein Ran (Fragment) OS=Homo sapiens GN=RAN PE=1 SV=3 - [F5H018_HUMAN]14.57 6 3 3 3 53.37 14.57 3 3 199 22.5 8.73

D3DSF7SON DNA binding protein, isoform CRA_b OS=Homo sapiens GN=SON PE=4 SV=1 - [D3DSF7_HUMAN]2.18 2 1 1 1 52.93 2.18 1 1 689 72.5 4.49

P25705ATP synthase subunit alpha, mitochondrial OS=Homo sapiens GN=ATP5A1 PE=1 SV=1 - [ATPA_HUMAN]13.20 8 6 6 6 52.45 13.20 6 6 553 59.7 9.13

Q5JRI1Serine/arginine-rich-splicing factor 10 OS=Homo sapiens GN=SRSF10 PE=1 SV=1 - [Q5JRI1_HUMAN]29.07 4 3 4 5 52.23 29.07 4 5 172 20.9 10.48

B4DQI6Transformer-2 protein homolog alpha OS=Homo sapiens GN=TRA2A PE=1 SV=1 - [B4DQI6_HUMAN]8.89 2 2 2 2 51.88 8.89 2 2 180 20.6 10.17

H0YB2240S ribosomal protein S14 (Fragment) OS=Homo sapiens GN=RPS14 PE=1 SV=1 - [H0YB22_HUMAN]35.00 4 3 3 3 51.36 35.00 3 3 120 12.9 9.85

Q8TEZ9SR rich protein (Fragment) OS=Homo sapiens PE=2 SV=1 - [Q8TEZ9_HUMAN]2.40 3 1 1 1 50.42 2.40 1 1 500 57.0 5.10

B4DKT5cDNA FLJ53054, highly similar to Insulin-like growth factor 2 mRNA-binding protein 2 OS=Homo sapiens PE=2 SV=1 - [B4DKT5_HUMAN]8.33 3 1 2 2 50.19 8.33 2 2 300 33.3 8.75

P56537Eukaryotic translation initiation factor 6 OS=Homo sapiens GN=EIF6 PE=1 SV=1 - [IF6_HUMAN]17.14 2 3 3 3 49.56 17.14 3 3 245 26.6 4.68

P78362SRSF protein kinase 2 OS=Homo sapiens GN=SRPK2 PE=1 SV=3 - [SRPK2_HUMAN]5.52 9 3 4 4 49.42 5.52 4 4 688 77.5 4.97

P81605Dermcidin OS=Homo sapiens GN=DCD PE=1 SV=2 - [DCD_HUMAN]22.73 1 3 3 6 49.37 22.73 3 3 83.36 20.00 2 3 110 11.3 6.54

A8K9J7Histone H2B OS=Homo sapiens PE=2 SV=1 - [A8K9J7_HUMAN]8.73 20 1 1 1 48.40 8.73 1 1 126 14.0 10.32

O60382KIAA0324 (Fragment) OS=Homo sapiens GN=KIAA0324 PE=4 SV=1 - [O60382_HUMAN]0.50 2 1 1 1 48.12 0.50 1 1 1791 191.2 11.93

Q9UKD2mRNA turnover protein 4 homolog OS=Homo sapiens GN=MRTO4 PE=1 SV=2 - [MRT4_HUMAN]17.15 2 4 4 4 47.61 17.15 4 4 239 27.5 8.29

B4E3J6cDNA FLJ54293 OS=Homo sapiens PE=2 SV=1 - [B4E3J6_HUMAN]7.17 2 2 2 2 47.27 7.17 2 2 223 26.6 9.54

J3KSS060S ribosomal protein L26 OS=Homo sapiens GN=RPL26 PE=4 SV=1 - [J3KSS0_HUMAN]14.29 9 1 1 1 47.23 14.29 1 1 63 7.6 11.00

P49711Transcriptional repressor CTCF OS=Homo sapiens GN=CTCF PE=1 SV=1 - [CTCF_HUMAN]4.13 1 3 3 3 46.61 4.13 3 3 727 82.7 6.96

F5H1V1ADP-ribosylation factor 3 (Fragment) OS=Homo sapiens GN=ARF3 PE=4 SV=1 - [F5H1V1_HUMAN]27.50 16 1 1 1 46.39 27.50 1 1 40 4.3 10.13

P55769NHP2-like protein 1 OS=Homo sapiens GN=NHP2L1 PE=1 SV=3 - [NH2L1_HUMAN]15.63 2 2 2 2 45.88 15.63 2 2 128 14.2 8.46

B4DVF8Heterogeneous nuclear ribonucleoprotein L OS=Homo sapiens GN=HNRNPL PE=1 SV=1 - [B4DVF8_HUMAN]10.61 8 2 2 2 45.82 10.61 2 2 179 19.8 7.12

A2I829NF-kappaB repressing factor (Fragment) OS=Homo sapiens GN=NKRF PE=2 SV=1 - [A2I829_HUMAN]1.50 4 1 1 1 45.72 1.50 1 1 599 67.4 8.87

C9JN15Peptidyl-prolyl cis-trans isomerase (Fragment) OS=Homo sapiens GN=PPIG PE=3 SV=1 - [C9JN15_HUMAN]10.98 10 3 3 3 45.49 10.98 3 3 246 27.4 9.32

D6RB0940S ribosomal protein S3a (Fragment) OS=Homo sapiens GN=RPS3A PE=1 SV=3 - [D6RB09_HUMAN]24.74 14 5 5 5 45.38 24.74 5 5 194 22.6 9.76



P2539840S ribosomal protein S12 OS=Homo sapiens GN=RPS12 PE=1 SV=3 - [RS12_HUMAN]25.76 1 3 3 4 44.17 25.76 3 4 132 14.5 7.21

O00567Nucleolar protein 56 OS=Homo sapiens GN=NOP56 PE=1 SV=4 - [NOP56_HUMAN]19.70 6 9 9 9 43.43 19.70 9 9 594 66.0 9.19

B4DZC3cDNA FLJ55645, highly similar to 5'-3' exoribonuclease 2 (EC 3.1.11.-) OS=Homo sapiens PE=2 SV=1 - [B4DZC3_HUMAN]4.46 3 3 3 3 43.05 4.46 3 3 896 102.4 7.64

A5D904RPS9 protein (Fragment) OS=Homo sapiens GN=RPS9 PE=2 SV=1 - [A5D904_HUMAN]17.70 5 2 2 3 42.80 17.70 2 3 113 13.2 10.45

A0A024R836Uncharacterized protein (Fragment) OS=Homo sapiens GN=MGC11257 PE=4 SV=1 - [A0A024R836_HUMAN]28.66 5 3 3 3 42.32 28.66 3 3 157 18.5 9.23

A8K4Z6cDNA FLJ76180 OS=Homo sapiens PE=2 SV=1 - [A8K4Z6_HUMAN]4.68 2 3 3 3 41.79 4.68 3 3 619 70.5 9.83

A0A024QZH6Serine arginine-rich pre-mRNA splicing factor SR-A1, isoform CRA_a OS=Homo sapiens GN=SR-A1 PE=4 SV=1 - [A0A024QZH6_HUMAN]0.76 2 1 1 1 41.68 0.76 1 1 1312 139.2 9.25

H7C4V2U2 snRNP-associated SURP motif-containing protein (Fragment) OS=Homo sapiens GN=U2SURP PE=1 SV=1 - [H7C4V2_HUMAN]3.10 4 1 1 1 41.53 3.10 1 1 290 33.7 5.14

O00373P40 OS=Homo sapiens PE=4 SV=1 - [O00373_HUMAN]6.53 17 2 2 2 40.82 6.53 2 2 337 39.8 9.39

A0A024R1X8Junction plakoglobin, isoform CRA_a OS=Homo sapiens GN=JUP PE=4 SV=1 - [A0A024R1X8_HUMAN]8.32 6 4 4 4 40.48 8.32 4 4 745 81.7 6.14

H3BTN5Pyruvate kinase (Fragment) OS=Homo sapiens GN=PKM PE=1 SV=1 - [H3BTN5_HUMAN]11.34 14 5 5 5 40.38 8.04 4 4 34.70 3.30 1 1 485 53.0 6.84

B4DRA2cDNA FLJ57828, highly similar to Treacle protein (Fragment) OS=Homo sapiens PE=2 SV=1 - [B4DRA2_HUMAN]1.08 4 1 1 1 40.32 1.08 1 1 923 93.7 8.94

P10599Thioredoxin OS=Homo sapiens GN=TXN PE=1 SV=3 - [THIO_HUMAN]8.57 1 1 1 2 39.91 8.57 1 1 51.75 8.57 1 1 105 11.7 4.92

M0R0P1rRNA 2'-O-methyltransferase fibrillarin (Fragment) OS=Homo sapiens GN=FBL PE=1 SV=1 - [M0R0P1_HUMAN]24.12 9 3 3 3 39.87 24.12 3 3 228 24.5 10.11

P62304Small nuclear ribonucleoprotein E OS=Homo sapiens GN=SNRPE PE=1 SV=1 - [RUXE_HUMAN]39.13 2 2 2 3 39.66 39.13 2 2 43.48 27.17 1 1 92 10.8 9.44

Q9H4N9Clone CDABP0042 mRNA sequence OS=Homo sapiens PE=2 SV=1 - [Q9H4N9_HUMAN]1.99 6 1 1 1 39.46 1.99 1 1 351 39.2 7.69

Q13823Nucleolar GTP-binding protein 2 OS=Homo sapiens GN=GNL2 PE=1 SV=1 - [NOG2_HUMAN]2.46 3 2 2 2 39.34 2.46 2 2 731 83.6 9.25

P48444Coatomer subunit delta OS=Homo sapiens GN=ARCN1 PE=1 SV=1 - [COPD_HUMAN]2.15 3 1 1 1 39.20 2.15 1 1 511 57.2 6.21

P6228040S ribosomal protein S11 OS=Homo sapiens GN=RPS11 PE=1 SV=3 - [RS11_HUMAN]17.72 3 2 2 2 39.06 17.72 2 2 158 18.4 10.30

P17096High mobility group protein HMG-I/HMG-Y OS=Homo sapiens GN=HMGA1 PE=1 SV=3 - [HMGA1_HUMAN]14.95 3 1 1 2 38.85 14.95 1 2 107 11.7 10.32

A2KBC1Anti-(ED-B) scFV (Fragment) OS=Homo sapiens PE=2 SV=2 - [A2KBC1_HUMAN]3.81 1 1 1 1 38.46 3.81 1 1 236 25.1 8.12

A0A024R0A2Ribosomal protein L37 OS=Homo sapiens GN=RPL37 PE=3 SV=1 - [A0A024R0A2_HUMAN]8.54 3 1 1 1 38.32 8.54 1 1 82 9.5 11.28

Q02413Desmoglein-1 OS=Homo sapiens GN=DSG1 PE=1 SV=2 - [DSG1_HUMAN]8.67 1 7 7 9 38.29 5.34 5 5 37.73 5.62 4 4 1049 113.7 5.03

B2RDV4cDNA, FLJ96786 OS=Homo sapiens PE=2 SV=1 - [B2RDV4_HUMAN]2.47 2 1 1 1 38.05 2.47 1 1 364 40.4 8.03

P3526860S ribosomal protein L22 OS=Homo sapiens GN=RPL22 PE=1 SV=2 - [RL22_HUMAN]30.47 8 2 2 2 37.99 30.47 2 2 128 14.8 9.19

M0QY97Zinc finger CCCH domain-containing protein 4 (Fragment) OS=Homo sapiens GN=ZC3H4 PE=1 SV=1 - [M0QY97_HUMAN]5.27 2 3 3 3 37.94 5.27 3 3 910 95.5 7.33

D6RC52H/ACA ribonucleoprotein complex subunit 2 (Fragment) OS=Homo sapiens GN=NHP2 PE=1 SV=1 - [D6RC52_HUMAN]21.97 5 2 2 2 37.91 21.97 2 2 132 15.0 9.25

Q96HX7HSP90AA1 protein (Fragment) OS=Homo sapiens GN=HSP90AA1 PE=2 SV=2 - [Q96HX7_HUMAN]6.40 4 1 1 3 37.63 6.40 1 1 40.17 6.40 1 2 422 49.2 5.58

Q9BZU1PNAS-20 OS=Homo sapiens PE=2 SV=1 - [Q9BZU1_HUMAN]15.19 4 1 1 1 37.54 15.19 1 1 79 9.0 11.53

A0A087WWP8Round spermatid basic protein 1 OS=Homo sapiens GN=RSBN1 PE=1 SV=1 - [A0A087WWP8_HUMAN]2.79 2 2 2 2 37.31 2.79 2 2 754 84.9 8.50

Q5QPM0RNA-binding protein Raly (Fragment) OS=Homo sapiens GN=RALY PE=1 SV=3 - [Q5QPM0_HUMAN]5.23 5 1 1 1 37.24 5.23 1 1 172 18.7 10.02

O14889Zinc finger protein (Fragment) OS=Homo sapiens PE=2 SV=1 - [O14889_HUMAN]12.00 45 1 1 1 37.19 12.00 1 1 75 8.6 9.48

J3KSY7Protein CASC3 (Fragment) OS=Homo sapiens GN=CASC3 PE=1 SV=1 - [J3KSY7_HUMAN]4.93 4 1 1 1 37.12 4.93 1 1 223 25.7 9.17

E5RJX240S ribosomal protein S20 OS=Homo sapiens GN=RPS20 PE=1 SV=1 - [E5RJX2_HUMAN]11.48 2 1 1 1 37.00 11.48 1 1 61 6.8 10.35

Q9Y2X3Nucleolar protein 58 OS=Homo sapiens GN=NOP58 PE=1 SV=1 - [NOP58_HUMAN]13.23 4 5 5 5 36.98 13.23 5 5 529 59.5 8.92

P63241Eukaryotic translation initiation factor 5A-1 OS=Homo sapiens GN=EIF5A PE=1 SV=2 - [IF5A1_HUMAN]15.58 2 1 1 3 36.80 15.58 1 1 56.09 15.58 1 2 154 16.8 5.24

Q96B39TRMT61A protein (Fragment) OS=Homo sapiens GN=TRMT61A PE=2 SV=2 - [Q96B39_HUMAN]11.58 3 3 3 3 36.10 11.58 3 3 190 20.4 7.25

Q9NQ55Suppressor of SWI4 1 homolog OS=Homo sapiens GN=PPAN PE=1 SV=1 - [SSF1_HUMAN]6.77 3 3 3 3 35.86 6.77 3 3 473 53.2 10.13

H0YEN540S ribosomal protein S2 (Fragment) OS=Homo sapiens GN=RPS2 PE=1 SV=1 - [H0YEN5_HUMAN]10.77 15 2 2 2 35.77 10.77 2 2 195 21.1 9.83

A8K651cDNA FLJ75700, highly similar to Homo sapiens complement component 1, q subcomponent binding protein (C1QBP), nuclear gene encoding mitochondrial protein, mRNA OS=Homo sapiens PE=2 SV=1 - [A8K651_HUMAN]4.96 2 1 1 1 35.53 4.96 1 1 282 31.4 4.84

B3KM36cDNA FLJ10153 fis, clone HEMBA1003417, highly similar to BAG family molecular chaperone regulator 2 OS=Homo sapiens PE=2 SV=1 - [B3KM36_HUMAN]4.27 3 1 1 1 35.01 4.27 1 1 211 23.7 6.70

C9JXB860S ribosomal protein L24 OS=Homo sapiens GN=RPL24 PE=1 SV=1 - [C9JXB8_HUMAN]7.44 3 1 1 1 34.88 7.44 1 1 121 14.4 11.31

Q5JRC6PHD finger protein 6 OS=Homo sapiens GN=PHF6 PE=1 SV=1 - [Q5JRC6_HUMAN]20.37 2 5 5 5 34.85 20.37 5 5 324 36.4 9.03

P01625Ig kappa chain V-IV region Len OS=Homo sapiens PE=1 SV=2 - [KV402_HUMAN]7.89 7 1 1 1 34.45 7.89 1 1 114 12.6 7.93

B4DW52cDNA FLJ55253, highly similar to Actin, cytoplasmic 1 OS=Homo sapiens PE=2 SV=1 - [B4DW52_HUMAN]21.04 73 4 4 4 34.37 3.17 1 1 20.83 17.87 3 3 347 38.6 5.35

Q96CA8CDC2L2 protein (Fragment) OS=Homo sapiens GN=CDC2L2 PE=2 SV=1 - [Q96CA8_HUMAN]1.72 13 1 1 1 34.14 1.72 1 1 464 52.4 5.08

I3L239Heat shock protein 75 kDa, mitochondrial (Fragment) OS=Homo sapiens GN=TRAP1 PE=1 SV=1 - [I3L239_HUMAN]4.65 10 1 1 1 33.81 4.65 1 1 215 24.9 9.31

A8K964cDNA FLJ75071, highly similar to Homo sapiens pinin, desmosome associated protein (PNN), mRNA OS=Homo sapiens PE=2 SV=1 - [A8K964_HUMAN]3.91 4 3 3 3 33.54 3.91 3 3 717 81.5 7.37

Q09161Nuclear cap-binding protein subunit 1 OS=Homo sapiens GN=NCBP1 PE=1 SV=1 - [NCBP1_HUMAN]1.77 1 1 1 1 33.22 1.77 1 1 790 91.8 6.43

Q9BQR2Upstream binding transcription factor, RNA polymerase I (Fragment) OS=Homo sapiens GN=UBTF PE=4 SV=1 - [Q9BQR2_HUMAN]8.86 6 1 1 1 33.05 8.86 1 1 158 18.6 9.13

I3L3P740S ribosomal protein S15a OS=Homo sapiens GN=RPS15A PE=1 SV=1 - [I3L3P7_HUMAN]22.00 4 2 2 2 32.59 22.00 2 2 100 11.5 10.15



A0A024R2Z6Guanine nucleotide binding protein-like 3 (Nucleolar), isoform CRA_b OS=Homo sapiens GN=GNL3 PE=4 SV=1 - [A0A024R2Z6_HUMAN]5.21 2 3 3 3 32.16 5.21 3 3 537 60.5 8.79

I6L957HNRNPA2B1 protein OS=Homo sapiens GN=HNRNPA2B1 PE=2 SV=1 - [I6L957_HUMAN]7.23 5 2 2 2 32.06 7.23 2 2 249 28.4 4.86

A0A087WUI1RNA-binding motif protein, X-linked 2 OS=Homo sapiens GN=RBMX2 PE=1 SV=1 - [A0A087WUI1_HUMAN]9.09 3 2 2 2 30.74 9.09 2 2 275 31.6 9.45

H7C109Putative ATP-dependent RNA helicase DHX57 (Fragment) OS=Homo sapiens GN=DHX57 PE=1 SV=1 - [H7C109_HUMAN]2.41 3 1 1 1 30.42 2.41 1 1 665 75.0 8.09

P01767Ig heavy chain V-III region BUT OS=Homo sapiens PE=1 SV=1 - [HV306_HUMAN]16.52 1 1 1 3 30.35 16.52 1 2 0.00 16.52 1 1 115 12.4 9.25

Q8WXF0Serine/arginine-rich splicing factor 12 OS=Homo sapiens GN=SRSF12 PE=2 SV=1 - [SRS12_HUMAN]14.56 1 2 3 3 30.10 14.56 3 3 261 30.5 11.69

F8W0G4Poly(rC)-binding protein 2 (Fragment) OS=Homo sapiens GN=PCBP2 PE=1 SV=1 - [F8W0G4_HUMAN]8.23 9 1 1 1 29.76 8.23 1 1 158 16.6 7.77

B5BTZ8Small nuclear ribonucleoprotein polypeptide B'' OS=Homo sapiens GN=SNRPB2 PE=2 SV=1 - [B5BTZ8_HUMAN]4.89 2 1 1 1 29.72 4.89 1 1 225 25.4 9.72

J3QLI9Small nuclear ribonucleoprotein Sm D1 OS=Homo sapiens GN=SNRPD1 PE=1 SV=1 - [J3QLI9_HUMAN]44.00 3 2 2 2 29.71 44.00 2 2 75 8.4 11.84

Q9BRT6Protein LLP homolog OS=Homo sapiens GN=LLPH PE=2 SV=1 - [LLPH_HUMAN]12.40 1 1 1 2 28.93 12.40 1 2 129 15.2 10.37

Q5T4L440S ribosomal protein S27 OS=Homo sapiens GN=RPS27 PE=1 SV=1 - [Q5T4L4_HUMAN]19.70 6 1 1 1 28.89 19.70 1 1 66 7.4 7.24

Q9NZT1Calmodulin-like protein 5 OS=Homo sapiens GN=CALML5 PE=1 SV=2 - [CALL5_HUMAN]15.75 1 1 1 1 28.62 15.75 1 1 146 15.9 4.44

C9JP48Serine/threonine-protein phosphatase (Fragment) OS=Homo sapiens GN=PPP1CB PE=1 SV=1 - [C9JP48_HUMAN]19.57 15 2 2 2 27.68 19.57 2 2 138 15.8 5.15

Q70T18BBF2H7/FUS protein (Fragment) OS=Homo sapiens PE=2 SV=1 - [Q70T18_HUMAN]5.73 11 1 1 1 27.59 5.73 1 1 157 16.1 9.00

C9JB90Ras-related protein Rab-6B (Fragment) OS=Homo sapiens GN=RAB6B PE=4 SV=1 - [C9JB90_HUMAN]22.45 77 1 1 1 27.09 22.45 1 1 49 5.9 4.82

P62633Cellular nucleic acid-binding protein OS=Homo sapiens GN=CNBP PE=1 SV=1 - [CNBP_HUMAN]15.82 2 2 2 3 26.63 15.82 2 3 177 19.4 7.71

A8K3M9cDNA FLJ76387, highly similar to Homo sapiens splicing factor, arginine/serine-rich 9 (SFRS9), mRNA OS=Homo sapiens PE=2 SV=1 - [A8K3M9_HUMAN]9.50 4 2 2 2 26.36 9.50 2 2 221 25.5 8.65

E5RJN7Double-stranded RNA-binding protein Staufen homolog 2 (Fragment) OS=Homo sapiens GN=STAU2 PE=1 SV=1 - [E5RJN7_HUMAN]6.56 16 1 2 2 25.84 6.56 2 2 320 34.8 9.52

P17026Zinc finger protein 22 OS=Homo sapiens GN=ZNF22 PE=1 SV=3 - [ZNF22_HUMAN]9.82 6 2 2 2 25.73 9.82 2 2 224 25.9 10.04

Q59H78PREDICTED: filaggrin variant (Fragment) OS=Homo sapiens PE=2 SV=1 - [Q59H78_HUMAN]4.80 10 1 1 1 24.37 4.80 1 1 583 61.4 7.42

Q9Y6Q3Zinc finger protein 37 homolog OS=Homo sapiens GN=ZFP37 PE=2 SV=3 - [ZFP37_HUMAN]1.59 1 1 1 1 24.08 1.59 1 1 630 71.2 9.09

Q8TCJ2Dolichyl-diphosphooligosaccharide--protein glycosyltransferase subunit STT3B OS=Homo sapiens GN=STT3B PE=1 SV=1 - [STT3B_HUMAN]1.45 1 1 1 1 23.61 1.45 1 1 826 93.6 8.91

Q9BQQ5Ribosomal protein L27a OS=Homo sapiens GN=L27a PE=3 SV=1 - [Q9BQQ5_HUMAN]16.98 5 2 2 2 23.25 16.98 2 2 106 12.0 11.46

P62306Small nuclear ribonucleoprotein F OS=Homo sapiens GN=SNRPF PE=1 SV=1 - [RUXF_HUMAN]24.42 1 2 2 2 20.97 24.42 2 2 86 9.7 4.67

Q9NUD5Zinc finger CCHC domain-containing protein 3 OS=Homo sapiens GN=ZCCHC3 PE=1 SV=1 - [ZCHC3_HUMAN]7.67 1 3 3 3 20.32 7.67 3 3 404 43.6 8.53

I3L1L3Myb-binding protein 1A (Fragment) OS=Homo sapiens GN=MYBBP1A PE=1 SV=1 - [I3L1L3_HUMAN]3.43 3 4 4 4 0.00 3.43 4 4 1252 140.2 9.26

B7Z1V7cDNA FLJ51811, highly similar to Stress-70 protein, mitochondrial OS=Homo sapiens PE=2 SV=1 - [B7Z1V7_HUMAN]13.73 9 4 4 4 0.00 13.73 4 4 437 47.3 6.61

B8ZZK460S ribosomal protein L31 OS=Homo sapiens GN=RPL31 PE=1 SV=1 - [B8ZZK4_HUMAN]30.38 7 3 3 3 0.00 30.38 3 3 79 9.0 10.89

A8K3W9cDNA FLJ77842 OS=Homo sapiens PE=2 SV=1 - [A8K3W9_HUMAN]10.22 5 2 2 3 0.00 10.22 2 2 59.39 7.46 1 1 362 41.6 5.07

P49411Elongation factor Tu, mitochondrial OS=Homo sapiens GN=TUFM PE=1 SV=2 - [EFTU_HUMAN]5.31 1 2 2 2 0.00 5.31 2 2 452 49.5 7.61

Q6ZN17Protein lin-28 homolog B OS=Homo sapiens GN=LIN28B PE=1 SV=1 - [LN28B_HUMAN]13.20 2 2 2 2 0.00 13.20 2 2 250 27.1 8.91

Q5T6W5Heterogeneous nuclear ribonucleoprotein K OS=Homo sapiens GN=HNRNPK PE=1 SV=1 - [Q5T6W5_HUMAN]4.91 9 2 2 2 0.00 4.91 2 2 428 47.5 5.63

B4DZQ7cDNA FLJ58652, highly similar to Probable ATP-dependent RNA helicase DDX17 (EC 3.6.1.-) OS=Homo sapiens PE=2 SV=1 - [B4DZQ7_HUMAN]5.00 11 2 2 2 0.00 5.00 2 2 420 47.5 7.66

Q49AN9SNRPG protein OS=Homo sapiens GN=SNRPG PE=2 SV=1 - [Q49AN9_HUMAN]18.75 4 1 1 1 0.00 18.75 1 1 64 7.1 7.18

O95400CD2 antigen cytoplasmic tail-binding protein 2 OS=Homo sapiens GN=CD2BP2 PE=1 SV=1 - [CD2B2_HUMAN]4.11 1 1 1 1 0.00 4.11 1 1 341 37.6 4.61

Q96BK5PIN2/TERF1-interacting telomerase inhibitor 1 OS=Homo sapiens GN=PINX1 PE=1 SV=2 - [PINX1_HUMAN]2.74 1 1 1 1 0.00 2.74 1 1 328 37.0 9.60

Q9UJA5tRNA (adenine(58)-N(1))-methyltransferase non-catalytic subunit TRM6 OS=Homo sapiens GN=TRMT6 PE=1 SV=1 - [TRM6_HUMAN]3.22 1 1 1 1 0.00 3.22 1 1 497 55.8 7.55

D3DP16Fibrinogen gamma chain, isoform CRA_a OS=Homo sapiens GN=FGG PE=4 SV=1 - [D3DP16_HUMAN]5.99 5 1 1 1 0.00 5.99 1 1 334 37.7 6.29

A0A087WVZ1ATP-dependent RNA helicase DDX3X (Fragment) OS=Homo sapiens GN=DDX3X PE=1 SV=1 - [A0A087WVZ1_HUMAN]10.14 5 1 1 1 0.00 10.14 1 1 138 14.8 9.98

A0A087WWP4Putative RNA-binding protein 15 OS=Homo sapiens GN=RBM15 PE=1 SV=1 - [A0A087WWP4_HUMAN]1.50 2 1 1 1 0.00 1.50 1 1 933 102.1 9.94

B4DH82cDNA FLJ54437, highly similar to RRP5 protein homolog (Fragment) OS=Homo sapiens PE=2 SV=1 - [B4DH82_HUMAN]0.77 1 1 1 1 0.00 0.77 1 1 1299 143.1 8.32

D6RDJ3DNA-directed RNA polymerases I and III subunit RPAC1 (Fragment) OS=Homo sapiens GN=POLR1C PE=1 SV=1 - [D6RDJ3_HUMAN]14.52 1 1 1 1 0.00 14.52 1 1 124 14.2 5.27

Q6N014Putative uncharacterized protein DKFZp686N24126 (Fragment) OS=Homo sapiens GN=DKFZp686N24126 PE=2 SV=1 - [Q6N014_HUMAN]1.86 4 1 1 1 0.00 1.86 1 1 590 67.3 10.59

B3KN79cDNA FLJ13894 fis, clone THYRO1001671, highly similar to 59 kDa 2'-5'-oligoadenylate synthetase-like protein OS=Homo sapiens PE=2 SV=1 - [B3KN79_HUMAN]1.95 2 1 1 1 0.00 1.95 1 1 514 59.2 7.87

Q05BI1CD3EAP protein (Fragment) OS=Homo sapiens GN=CD3EAP PE=2 SV=1 - [Q05BI1_HUMAN]3.57 4 1 1 1 0.00 3.57 1 1 392 42.0 9.11

B4DRJ7cDNA FLJ55033, highly similar to Homo sapiens PAP associated domain containing 5 (PAPD5), transcript variant 1, mRNA OS=Homo sapiens PE=2 SV=1 - [B4DRJ7_HUMAN]3.32 9 1 1 1 0.00 3.32 1 1 271 29.6 9.10

V9GYG0ADP/ATP translocase 1 OS=Homo sapiens GN=SLC25A4 PE=1 SV=1 - [V9GYG0_HUMAN]5.29 6 1 1 1 0.00 5.29 1 1 208 22.9 9.54

L8EC67Alternative protein DGKK OS=Homo sapiens GN=DGKK PE=4 SV=1 - [L8EC67_HUMAN]17.86 1 1 1 1 0.00 17.86 1 1 56 6.5 8.88

I6L8B7Fatty acid-binding protein, epidermal OS=Homo sapiens GN=FABP5 PE=1 SV=1 - [I6L8B7_HUMAN]22.77 2 2 2 2 34.21 22.77 2 2 101 11.2 6.07

P04406Glyceraldehyde-3-phosphate dehydrogenase OS=Homo sapiens GN=GAPDH PE=1 SV=3 - [G3P_HUMAN]19.70 4 2 2 2 27.36 19.70 2 2 335 36.0 8.46

F8VV32Lysozyme C OS=Homo sapiens GN=LYZ PE=1 SV=1 - [F8VV32_HUMAN]8.65 2 1 1 1 46.58 8.65 1 1 104 11.5 9.07



P22528Cornifin-B OS=Homo sapiens GN=SPRR1B PE=1 SV=2 - [SPR1B_HUMAN]17.98 3 1 1 1 36.13 17.98 1 1 89 9.9 8.48

Q8TDB1Transthyretin amyloidosis variant F33V (Fragment) OS=Homo sapiens PE=3 SV=1 - [Q8TDB1_HUMAN]15.79 8 1 1 1 34.61 15.79 1 1 38 4.0 7.18

P05109Protein S100-A8 OS=Homo sapiens GN=S100A8 PE=1 SV=1 - [S10A8_HUMAN]11.83 1 1 1 1 32.53 11.83 1 1 93 10.8 7.03

B2R577Protein S100 OS=Homo sapiens PE=2 SV=1 - [B2R577_HUMAN]27.78 2 1 1 1 25.73 27.78 1 1 90 10.1 5.91

P31151Protein S100-A7 OS=Homo sapiens GN=S100A7 PE=1 SV=4 - [S10A7_HUMAN]10.89 1 1 1 1 0.00 10.89 1 1 101 11.5 6.77

P22531Small proline-rich protein 2E OS=Homo sapiens GN=SPRR2E PE=2 SV=2 - [SPR2E_HUMAN]25.00 7 1 1 1 0.00 25.00 1 1 72 7.8 8.31

Q6IBT3CCT7 protein OS=Homo sapiens GN=CCT7 PE=2 SV=1 - [Q6IBT3_HUMAN]4.05 1 1 1 1 0.00 4.05 1 1 543 59.3 7.65


