
 

266 GO terms clustered by 'binary_cut'
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39 GO terms clustered by 'binary_cut'
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532 GO terms clustered by 'binary_cut'

response cellular regulation stress transduction signal

pathway signaling stimulus apoptotic

regulation negative process signaling communication activity positive

cellular biological cell

regulation death neuron process apoptotic
cell positive negative programmed

regulation cycle cell mitotic negative
transition phase chromatid checkpoint process

regulation process metabolic biosynthetic
negative cellular positive rna compound transcription

transport acid transmembrane amino localization

regulation import organic cell membrane

homeostasis ion cellular regulation metal positive

heat generation transition chemical

proliferation cell muscle regulation smooth
population vascular associated pancreatic positive

circadian behavior regulation sleepwake cycle rhythm rhythmic process gene

expression

process metabolic acid cellular catabolic monocarboxylic

serine family amino lserine

development cell differentiation
morphogenesis projection process neuron regulation system multicellular

Similarity

0

0.2

0.4

0.6

GS vs. CTR
A B C

Chris El Hadi

Chris El Hadi

Chris El Hadi

Chris El Hadi
a

Chris El Hadi
b

Chris El Hadi
c


