A Synthesized Olean-28,13β-lactam targets YTHDF1-GLS1 axis to induce ROS-dependent metabolic crisis and cell death in pancreatic adenocarcinoma
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Legend: Molecular Function (MF), Biological Process (BP) and Cellular Components (CC) analysis vehicle and B28 treated cell samples. (B28 VS vehicle)
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Legend: Enrichment analysis of down-regulated and up-regulated differentially expressed genes (DEGs) based on GO database. (B28 VS vehicle)
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Legend: Enrichment analysis of down-regulated and up-regulated differentially expressed genes (DEGs) based on Reactome database. (B28 VS vehicle)
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Legend: A Analysis of basal respiration, maximal respiration and ATP production associated OCR in vehicle and B28 treated cells. B Analysis of spare respiratory capacity, proton leak and non-mito oxygen consumption in in vehicle and B28 treated cells. C Analysis of basal glycolysis, glycolytic capacity and glycolytic reverse in vehicle and B28 treated cells.
Figure S5
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Legend: A Cell cycle distribution of vehicle, B28 and B28+NAC treated cells. B Analysis of MMP in indicated cell groups. C Analysis of basal respiration, maximal respiration and ATP production associated OCR in vehicle, B28 and B28+NAC treated cells. D Analysis of basal glycolysis, glycolytic capacity and glycolytic reverse in vehicle, B28 and B28+NAC treated cells.
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Legend: A mRNA level of SLC1A5, GLS1, MYC, GLUD1, GPX4 and SLC3A2 in vehicle and B28 treated cell samples. B Overall OCR and ECAR curves of shCont, shGLS1#1 and shGLS1#1+NAC CFPAC-1 cells. C Analysis of basal respiration, maximal respiration and ATP production associated OCR in indicated cell groups. D Basal glycolysis, glycolysis capacity and glycolytic reverse in shCont, shGLS1#1 and shGLS1#1+NAC cells.
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Legend: A Protein and mRNA level of KGA/GAC in indicated cell groups. B mRNA level of m6A associated genes in vehicle and B28 treated PANC-1 cells. C Multiple indexes of OCR and ECAR in control and YTHDF1 knockdown cells. D Multiple indexes of OCR and ECAR in CMV+vehicle, CMV+B28, YTHDF1 OE+vehicle and YTHDF1+B28 cell groups.
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