Oncomine |

“ore.

——
Expression Difference
Analysis in Pan-cancer
S

ChiPseq |pm

sequencing ‘

U251 l l
HOXC6KD |
“co | xeco | osen | aova |

IHC

Correlation with
Clinicopathologic l
al Features |

l

l

——

|

v
Target
genes |

EMT and ICPs
correlated analysis

CGGA |

|

Prognosis

Analysis

—>

—>

.

CCKS8
Assa

Colony
Forming

Assay

e

KM
ROC

nomogram |

calibration |



