Supplementary Figure 1
(A) [bookmark: _GoBack]The intersection analysis of differentially expressed genes in glioma from the TCGA database and HAase-related genes. (B) The intersection analysis of survival-related genes in the CGGA database (mRNA-array_301, mRNAseq_325 and mRNAseq_693) and HAase-related genes (list 1: mRNAseq_693; list 2: mRNAseq_325; list 3: mRNA-array_301; list 4: HAase-related genes). (C) Gene knockout efficiency of the HYAL2 siRNA were measured by qRT‒PCR.. (D) List of the top 20 genes with positive and negative co-expression relationships with HYAL2 in the TCGA database.
