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Figure S2 Potential mechanisms of the synergistic effect of chidamide combined with enzalutamide

(A) GSVA analysis of the RB pathway, cell cycle, and AR signaling among different treatment groups.

(B) Box plots showing the ImmuneScore and StromalScore calculated by ESTIMATE.

(C) Bar plots depicting the immune signatures based on CIBERSORT analysis.

Statistical analysis was performed by the Mann–Whitney test. **** indicates P < 0.0001; *** indicates 

P < 0.001; ** indicates P < 0.01; * indicates P < 0.05; ns indicates no significance.
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