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Figure S1. The correlation between the expression levels of HECW2 and Stromal score, Immune score and ESTIMATE score.
[image: ]Table S1. Proteins interacting with HECW2 in STRING database.





[image: ]Table S2. Proteins interacting with HECW2 in IntAct database.
Table S3. Molecules interacting with HECW2 were analyzed using the BioGrid and BioPlex databases.
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Table S4. Known ubiquitination substrates of HECW2.
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image2.png
node#1 node#2 Interactor Name combined_score
HECW2  AMOTL1 Angiomotin like 1 0.809
HECW2  ARRDC1 Arrestin domain-containing protein 1 0.715
HECW2 UBE2L3 Ubiquitin Conjugating Enzyme E2 L3 0.665
HECW?2 NEDDS Neural precursor cell expressed developmentally down- 0613
regulated 8
HECW2  ARRDC3 Arrestin domain-containing protein 3 0.606
HECW?2 CBX3 Chromobox 3 0.559
HECW2 UBE2D3 Ubiquitin Conjugating Enzyme E2 D3 0.556
HECW2 FAM189A2 Family with sequence similarity 189, member A2 0.550
HECW2 RNF123 Ring finger protein 123 0.547
HECW?2 LMNB1 Lamin-B1 0.545





image3.png
node#1 node#2 Interactor Name MIScore
HECW2 ENTREP1 Endosomal Transmembrane Epsin Interactor 1 0.55
HECW2 FBXL15 F-box and leucine-rich repeat protein 15 0.4
HECW2 HNRNPD Heterogeneous nuclear ribonucleoprotein D 0.4
HECW2 ARRDC1 Arrestin domain-containing protein 1 0.35
HECW2 ARRDC3 Arrestin domain-containing protein 3 0.35
HECW2 FAM189B Family with sequence similarity 189, member B 0.35
HECW2 LDLRAD4 Low density lipoprotein receptor class A domain containing 4  0.35
HECW2 LITAF Lipopolysaccharide induced TNF factor 0.35
HECW2  SPART Spartin 0.35
HECW2 TMEM51 Transmembrane protein 51 0.35
HECW2 WBP1 WW domain binding protein 1 0.35
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Interactor name  Compass Score Cell lines

FAM189A2 1 HEK293T
ARRDC3 1 HEK293T
FAM189B 1 HEK293T. HCT116
LDLRAD4 1 HEK293T, HCT116
WBP1 0.9999 HEK293T
ARRDC1 0.9997 HEK293T
TMEM51 0.9492 HEK293T

LITAF 0.9252 HEK293T





