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Clinical relevance of macromolecular complexes involving integrins, potassium and sodium ion channels and the sodium/proton antiporter in human breast cancer
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Figure S1- GSEA in BCa samples stored in TCGA datasets compared with healthy breast (stored in GTEx databases). The upregulated hallmarks are highlighted in red while the down regulated ones are in blue. The table shows the top enriched gene sets with the normalized enrichment score (NES).
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Figure S2- KCNH2 expression in healthy tissues (GTEx cohorts, UCSC Xena Browser). 
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Figure S3- SCN5A expression in healthy tissues (GTEx cohorts, UCSC Xena Browser).
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Figure S4- ITGB1 expression in healthy tissues (GTEx cohorts, UCSC Xena Browser). 
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Figure S5- SLC9A1 expression in healthy tissues (GTEx cohorts, UCSC Xena Browser). 
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Figure S6- ITGB1 gene (A) and beta1 integrin protein (B) expression in healthy tissues (https://www.proteinatlas.org/ENSG00000150093-ITGB1/tissue). 
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Figure S7- Survival analysis of in-silico BCa cohort. Combined Kaplan Meier plots of OS for KCNH2, SCN5A, ITGB1 and SLC9A1. Blue curves: high KCNH2-high SCN5A/ITGB1/SLC9A1 expression; Orange curves: high KCNH2- low SCN5A/ITGB1/SLC9A1 expression; Green curves: low KCNH2- high SCN5A/ITGB1/SLC9A1 expression; Red curves: low KCNH2- low SCN5A/ITGB1/SLC9A1. The in-silico analyses were carried out through in a TCGA BCa dataset retrieved by UCSC Xena Browser.
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Figure S8- Survival analysis of in-silico BCa cohort. Combined Kaplan Meier plots of OS for SCN5A, ITGB1 and SLC9A1. The in-silico analyses were carried out through in a TCGA BCa dataset retrieved by UCSC Xena Browser.
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Figure S9- Survival analyses for nNav1.5. A) Kaplan Meier plots of OS. B) Kaplan Meier plots of PFS. C) Kaplan Meier plots of LRFS.  D) Kaplan Meier plots of DMFS.  Blue curves: high nNav1.5 expression; Orange curves: middle nNav1.5 expression; Green curves: low nNav1.5 expression.
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Figure S10- Survival analyses for NHE1. A) Kaplan Meier plots of OS. B) Kaplan Meier plots of PFS. C) Kaplan Meier plots of LRFS.  D) Kaplan Meier plots of DMFS.  Blue curves: high NHE1 expression; Orange curves: middle NHE1 expression; Green curves: low NHE1 expression.
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Figure S11- Combined Kaplan Meier plots of OS, PFS, LRFS and DMFS for hERG1, hERG1/b1.
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Figure S12- Combined Kaplan Meier plots of OS, PFS, LRFS and DMFS for hERG1, nNav1.5.
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Figure S13- Combined Kaplan Meier plots of OS, PFS, LRFS and DMFS for nNav1.5, hERG1/b1.
 



[image: Immagine che contiene testo, diagramma, linea, Parallelo

Descrizione generata automaticamente]
Figure S14- Combined Kaplan Meier plots of OS, PFS, LRFS and DMFS for NHE1, hERG1/b1.
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