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Supplement Figure 1

(A, B) The tumor images upon the completion of the animal studies for Fig. 2C. (C, D) The
tumor images upon the completion of the animal studies for Fig. 2E. (E, F) The tumor images
upon the completion of the animal studies for Fig. 2G. (G, H) The tumor images upon the

completion of the animal studies for Fig. 2I.
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Supplement Figure 2
(A) IF staining showing the localization of CD31 (green), pY397 FAK (red) and nuclei (blue) in
HGSOC tissues (scale bar = 20 um).
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Supplement Figure 3
(A) gqRT-PCR analysis of PTK2, DLL4, HEY1, HEY2, NRARP mRNA expression levels after 36-hour
treatment with 300 nM IN10018 and AMP-945, normalized to the control group (set as 100%).
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Supplement Figure 4

(A) IF staining showing the localization of PDGFR-B (green), CD31 (red) and nuclei (blue) in
tumor tissues of vehicle control and IN10018-treated groups (scale bar = 10 um). (B) IF staining
showing the localization of a-SMA (green), CD31 (red) and nuclei (blue) in tumor tissues of
vehicle control and IN10018-treated groups (scale bar = 10 um). (C) IF staining showing the
localization of Dextran (green), CD31 (red) and nuclei (blue) in tumor tissues of vehicle control

and IN10018-treated groups (scale bar = 10 um).



