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Fig.S1 Immune landscape and drug sensitivity differences between GBM subtypes.  (A) Heatmap visualizing the immune cell infiltration proportions across individual patients in the two GBM subtypes. (B) Boxplot showing the proportions of 11 immune cell types with significantly different infiltration levels between GBM subtypes (cluster 1 and cluster 2). (C) Boxplot showing the differential expression of 24 immune checkpoint genes between cluster 1 and cluster 2. (D) Boxplot comparing immune scoring, stromal scoring, and estimate scoring between the two subtypes. (E) Comparison of IPS (Immunophenoscore) between the two clusters. (F) Drug sensitivity analysis identifying 21 drugs with significant differences in sensitivity between cluster 1 and cluster 2. 

