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	Population is confirmed malaria cases
	Ayala 2006[104], Tirasophon 1995[105], Maltha 2012[58], Han 2007[106], Kho 2003[107], Zakeri 2010[108], Gupta 2010[109], Van den Eede 2011[110], Farooq 2009[111], Reller 2013[112], Putaporntip 2011[113], Dormond 2011[114], Ramírez-Olivenci 2012[115], Congpuong 2008[116], Albuquerque 2009[117]

	Prevalence by PCR not reported
	[bookmark: _GoBack]Lek 2010[118], Owusu-Agyei 2002[119], Kalayjian2013[120], Sattabongkot 2014[121]

	Prevalence by microscopy not reported
	Noor 2011[122], Ataka 2001[123], Cucunubá 2013[124], Canier 2013[125], Mendes 2011[126], Fru-Cho 2014[127]

	Reported in Asih 2012
	Herdiana 2013[128]

	Reported in Cucunuba 2013
	Cucunubá 2008[129]

	Reported in DaSilva 2008
	da Silva-Nunes 2008[130]

	Reported in Kasehagen 2006
	Kasehagen 2007[131]

	Reported in Nguygen 2012
	Thang  2009[132]

	Reported in Scopel 2004
	Scopel 2004[133]

	Review of other articles
	Culleton 2008[134]

	Samples tested by PCR not randomly chosen
	Harris 2010[135], Van Den Eede 2009[136], Win 2002[137], Bharti 2007[138], Quintana 1998[139], Dawoud 2008[140], Mahajan 2012[141], Curado 2006[142]
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