Table S2
	miRNA of
interest
	Change in abundance 
in CM
	Pathways involved, or known roles

	hsa-miR-146a
	Up
	Regulates IL-1β in cytokine-induced tolerance [1]; serum indicator for dengue infection [2]; suppresses cellular immune response during Japanese encephalitis [3]; induces apoptosis [4]; associated with Alzheimer’s disease [5]
Genes in malaria pathway: suppresses CD40LG [6], CXCL8 [7, 8], IFNɣ [9], TLR2 [10], TLR4 [11], and ITGB2 [12]

	hsa-miR-150
	Up
	In CM mouse brains [13], monocytes [14] monocyte-derived microvesicles [15], T cell exosomes [16], and platelets [17]; promotes proliferation and apoptosis [18]; immune suppression function [19]; altered during immune response and disease conditions [20] such as ulcerative colitis [21]

	hsa-miR-205
	Up
	Regulates apoptosis [22, 23], VEGF-mediated promotion of ovarian cancer cell invasion [24], biomarker for cervical cancer [25] and influenza B [26], potential extracellular vesicle-derived biomarker for pulmonary TB [27]

	hsa-miR-328
	Down
	Down-regulated in H. pylori-associated gastric cancer [28]; regulation of ATP-binding cassette transporter ABCG2 [29], increased function of macrophages and neutrophils during infection [30], inhibits proliferation [31]
Genes in malaria pathway: increases Thbs1 [32]

	hsa-miR-335*
	Down
	Regulates Parkinson’s disease susceptibility [33], reduced in , ulcerative colitis [34], osteoarthritis [35], Crohn’s disease [36], and during HIV infection [37]
Genes in malaria pathway: increases Thbs1 and Thbs2 [32], and TLR4

	hsa-miR-486
	Up
	Regulates normal erythropoiesis and enhances growth [38]; targets NFκβ [39] and PIK3R1 [40], characterised in serum exosomes [41, 42], including in hypoxic states, increased in Huntington’s disease [43] and MS patients [44]
Genes in malaria pathway: suppresses CD40 [45] and TLR2 [46]

	mmu-miR-10b
	Up
	Related to brain pathology in Huntington’s [43] and Parkinson’s diseases [47], part of hypoxic signature of miRNA in glioblastoma [48], identified in exosomes [49]; upregulated by proinflammatory cytokines [50]
Genes in malaria pathway: suppresses IL12A [46]

	mmu-miR-16*
	Up
	Role in embryo implantation [51]

	mmu-miR-21*
	Up
	Important role in induction of asthmatic inflammation [52] and seizure deterioration in epilepsy [53]; upregulated during Toxoplasma infection [54]

	mmu-miR-193b
	Down
	Inhibits TGFβ2 signalling pathway [55], induces IL10-expressing monocytes [56], characterised in PBMC’s [57], role in monocyte-macrophage differentiation [58], potential sepsis biomarker [59], down-regulated in Alzheimer’s disease [60] and ALS [61]
Genes in malaria pathway: increases Thbs1 and Thbs2 [62], and TGFβ2 [63]

	mmu-miR-215
	Up
	Promotes apoptosis [64], hypoxia-induced [65], inflammatory mediator in cystic fibrosis lung epithelial cells [66], identified in exosomes [67]

	mmu-miR-297a*
	Up
	No published results

	mmu-miR-467a
	Down
	Regulates apoptosis [68] and cell survival [69]
Genes in malaria pathway: increases TNF [70]

	mmu-miR-685
	Up
	No published results

	mmu-miR-1949
	Up
	Potential inducer of bladder cancer [71]

	hsa-miR-590-5p
	Only in 
NI
	Potential biomarker in coronary artery disease [72], modifies cell proliferation, differentiation and migration through TGF signalling pathway [73], biomarker for dengue [2] and Alzheimer’s disease patients [74], identified in monocytes [75], and in T cells during MS [76]

	rno-miR-450
	Only in CM
	Inflammatory marker in diabetes [77], targets interferon regulatory factor 2 in lung cancer [78]
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