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Additional file 3: Fig. S1. a Neighbor joining network of Pfrh5 haplotypes (excluding the singletons) observed in India, Kenya and Mali. Size of a circle was proportional to relative frequency of respective haplotype and each brunch of the network represented a mutational step. b Frequency of the haplotypes used in network analysis.
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Hap ID Frequency

India Kenya | Mali
H1 0.63 049 |0.56
H2 0 0.05 0.30
H3 0.04 0.15 0
Ha 0.05 0.13 0
H5 0 0.08 |0.02
H6 0.02 0 0.005
H7 0 0 0.02
H8 0.01 0 0.03
H9 0 0 0.01
H10 0.01 0 0.005
H11 0.12 0 0
H12 0.02 0 0
H13 0.02 0 0
Singletons ,mpined 0.016 0.012 |0.016





