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	Haplotypes
	Regions 
	Total      n=550 (%)

	
	Loreto (%)
	North Coast (%)
	Southern Amazon (%)
	

	529T(ACG)/1022L(CTA)/1355K(AAA)
	100.0
	0.0
	0.0
	1 (0.18)

	529T(ACG)/908L/1022L(CTA)/1355K(AAA)
	100.0
	0.0
	0.0
	6 (1.09)

	529T(ACA)/908L/1022L(CTA)/1355K(AAA)
	100.0
	0.0
	0.0
	2 (0.36)

	529T(ACG)/958M/1022L(CTA)/1355K(AAA)
	100.0
	0.0
	0.0
	1 (0.18)

	529T(ACA)/958M/1022L(CTA)/1355K(AAA)
	100.0
	0.0
	0.0
	2 (0.36)

	529T(ACG)/958M/1022L(CTA)/1076L/1355K(AAG)
	0.0
	0.0
	100.0
	1 (0.18)

	529T(ACA)/908L/958M/1022L(CTA)/1355K(AAA)
	15.6
	42.2
	42.2
	109 (19.82)

	529T(ACA)/908L/958M/1022L(TTA)/1355K(AAA)
	100.0
	0.0
	0.0
	26 (4.73)

	529T(ACG)/908L/958M/1022L(CTA)/1355K(AAA)
	100.0
	0.0
	0.0
	224 (40.73)

	529T(ACG)/908L/958M/1022L(TTA)/1355K(AAA)
	100.0
	0.0
	0.0
	5 (0.91)

	500N/529T(ACG)/908L/1022L(CTA)/1355K(AAA)
	95.5
	4.5
	0.0
	22 (4)

	500N/529T(ACA)/908L/1022L(CTA)/1355K(AAA)
	100.0
	0.0
	0.0
	2 (0.36)

	221L/529T(ACA)/908L/958M/1022L(CTA)/1355K(AAA)
	100.0
	0.0
	0.0
	39 (7.09)

	221L/529T(ACG)/908L/958M/1022L(CTA)/1355K(AAA)
	100.0
	0.0
	0.0
	11 (2)

	529T(ACG)/908L/958M/1022L(TTA)/1070L/1355K(AAG)
	100.0
	0.0
	0.0
	4 (0.73)

	529T(ACA)/908L/958M/1022L(CTA)/1076L/1355K(AAA)
	100.0
	0.0
	0.0
	3 (0.55)

	529T(ACA)/908L/958M/1022L(CTA)/1076L/1355K(AAG)
	87.5
	0.0
	12.5
	8 (1.45)

	529T(ACA)/908L/958M/1022L(TTA)/1076L/1355K(AAA)
	100.0
	0.0
	0.0
	1 (0.18)

	529T(ACG)/908L/958M/1022L(CTA)/1076L/1355K(AAA)
	100.0
	0.0
	0.0
	1 (0.18)

	529T(ACG)/908L/958M/1022L(TTA)/1076L/1355K(AAA)
	100.0
	0.0
	0.0
	3 (0.55)

	186W/529T(ACG)/908L/958M/1022L(CTA)/1355K(AAA)
	100.0
	0.0
	0.0
	14 (2.55)

	500N/529T(ACG)/908L/958M/1022L(CTA)/1355K(AAA)
	100.0
	0.0
	0.0
	5 (0.91)

	500N/529T(ACG)/908L/958M/1022L(TTA)/1355K(AAA)
	100.0
	0.0
	0.0
	1 (0.18)

	221L/529T(ACG)/908L/958M/1022L(TTA)/1070L/1355K(AAA)
	41.7
	58.3
	0.0
	12 (2.18)

	221L/529T(ACG)/908L/958M/1022L(TTA)/1070L/1355K(AAG)
	50.0
	50.0
	0.0
	6 (1.09)

	529T(ACA)/908L/958M/976F/1022L(TTA)/1076L/1355K(AAA)
	100.0
	0.0
	0.0
	40 (7.27)

	529T(ACG)/908L/958M/976F/1022L(TTA)/1076L/1355K(AAA)
	100.0
	0.0
	0.0
	1 (0.18)

	() synonymous mutation



