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Table S2. PCR primers and cycling conditions.

Table S3. Full genotype results from Cabinda for the 13 loci. 

Table S4. Summary of 17 studies of P. falciparum drug resistance markers in Angola. 

Table S5. Calculations of allele frequencies from published count data. Mixed infections, if reported, were considered to contribute two genotypes. If not reported, or insufficiently reported, zero mixed infections were assumed. The year indicates date of sampling.   



































Figure S1. PCR with published crt primers amplified multiple bands. The expected product was <100 bp. In some but not all cases, it was still possible to determine the sequence for amino acids 72-76 using these reactions. 
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