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Additional file 1: Figure S1. HmtG-PacBio Pipeline graph output for each sample used in this study. (A)
Visualization of the training process, (B) mean (u: black unfilled dots) and standard deviation (o: blue filled
dots) in Z, and (C) DBScan OTUs clustering in Z. Species/lineages names are indicated for each sample. Black
solid dots are noise. Different clusters in a sample are shown in different colors. See Table 3 for details.
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3. Plasmodium vivax (Mauritania) 4. Plasmodium ovale
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6. Plasmodium cynomolgi (macaque)
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5. Plasmodium malariae

Training loss and accuracy functions

Training loss and accuracy functions Distribution of yand oin Z

00 ‘ ® 8000 |
4 sa00- 8 g 3

+ 8 54 8
2000
~ N— oty
2 3 4 o 1 2 4
Epoch

DBScan taxon clustering in Z

DBScan taxon clustering in Z




7. Plasmodium inui (macaque)
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9. Plasmodium sp. (Osprey)
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11. Hemoproteus catharti (Turkey Vulture)
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8. Plasmodium sp. (Agama aculeata)

Distributionof yand gin 2

-

Training loss and accuracy functions
50000

s
I
Aceuracy

9

DBScan taxon clustering in Z

10. Plasmodium sp. (Eastern Screech Owl)
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12. Hemoproteus sp. (Great horned Owl)
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13. Plasmodium elongatum (Red-tailed Hawk) 14. Leucocytozoon sp. (Red-tailed Hawk)
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