Genetic diversity and population structure of Plasmodium falciparum across varied malaria transmission intensities in Uganda
Table S2. Number of effective alleles (Ne) and Allele richness (Ar) values of Plasmodium falciparum microsatellite loci in the three study sites
	 Locus
	Jinja
	Kanungu
	Tororo

	
	Ne
	Ar
	Ne
	Ar
	Ne
	Ar

	2490
	1.87
	5.606
	2.07
	5.853
	1.94
	4.855

	Poly-ɑ 
	8.25
	12.899
	10.57
	14.428
	11.19
	15.379

	C2M34–313
	11.57
	17.48
	12.9
	18.447
	13.09
	21

	TA1
	7.27
	12.009
	7.19
	15.832
	6.64
	15.911

	TA109
	4.92
	9.148
	5.44
	9.05
	4.74
	7.453

	C3M69–383
	3.14
	8.993
	5.38
	11.766
	2.47
	10.992

	PfPK2
	5.89
	9.711
	4.38
	11.58
	6.04
	9.346


	Mean
	6.13
	10.835
	6.85
	12.422
	6.59
	12.134

	SE
	3.27
	1.314
	3.73
	1.482
	4.2
	1.956


